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Introduction and Objectives 
In recent years, there has been an increasing demand for fresh-cut vegetables (Olmez & Kretzschmar, 
2009; Ragaert et al., 2004). Concomitant, fresh-cut or ready-to-eat produce including raw produce are 
becoming more popular (Jacxsens et al., 2010b; Ragaert et al., 2007; Soriano et al., 2000). Since 1994 the 
global production of vegetables increased 62 % from 566 247 tons to 908 838 tons in 2008 (FAOSTAT, 
2009). This increase is due to the nutritional value and the assumed beneficial health effects. Well-
known diseases like cancers and heart diseases can be avoided through regular consumption of fruit and 
leafy vegetables such as lettuce, spinach and cabbage or in one word fresh produce (Gupta et al., 2010; 
Higdon et al., 2007; Hung et al., 2004; Link & Potter, 2004; Ragaert et al., 2004; Soriano et al., 2000; 
Tournas, 2005). Several reports showed that enteric diseases linked to consumption of fresh produce 
have dramatically increased in the last decades (Beuchat, 2002; Harris et al., 2003; Long et al., 2002; 
Mukherjee et al., 2007; Sivapalasingam et al., 2004; Tauxe et al., 1997) with a shift from traditional 
problems with food from animals to fresh foods (Jacxsens et al., 2010b; Rodriguez et al., 2011). For this 
reason, fresh produce is recognized as a potential vehicle for transmission of pathogenic micro-
organisms known to cause human disease (Jacxsens et al., 2010b). Outbreaks associated with fresh 
produce result in economic losses to farmers, distributors and the food industry (Golberg et al., 2011).  
Vegetables can become contaminated at any point in the production chain by physical, chemical and 
biological hazards (Beuchat & Ryu, 1997; Franz & van Bruggen, 2008; UN, 2007). The focus in the thesis is 
on the microbial hazards. Microbial contamination occurs during growth, harvesting, processing, 
distribution, and preparation (Beuchat, 1996; Beuchat, 2006; Steele & Odumeru, 2004). 
The risk is highest if crops are unlikely to be cooked before they are eaten; these are commonly referred 
to as ready-to-eat crops (e.g. salads, fruit and some vegetables) (Nicholson et al., 2005). Primary 
production is probably the main concern in terms of introduction of hazards as pre-harvest 
contamination of vegetables can occur directly or indirectly via (wild) animals, insects, water, soil, dirty 
equipment, and human handling. Fresh produce is susceptible to microbial attack, this problem can be 
further exacerbated by fresh-cut processing (Lehto et al., 2001). Fresh-cut, packaged vegetables or 
ready-to-eat vegetables require minimal processing prior to consumption (Baur et al., 2005). The 
operations usually applied in commercial fresh-cut vegetables include storage of the leafy greens, 
trimming, cutting/slicing/shredding, washing, draining, rinsing, centrifugation and packaging (Allende et 
al., 2004; Baur et al., 2005; Delaquis et al., 2004).  
To improve the safety of produce, the Codex Alimentarius offers Good Manufacturing Practices which 
can control microbial, chemical and physical hazards associated with all stages of the production of fresh 
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quality assurance standards or guidelines were developed such as GlobalGap or IKKB, etc. for primary 
production and BRC, IFS, etc. for processing. These guidelines or standards are designed to reassure 
consumers or retailers about how safe food is produced and processed on the farm/company. Although 
the guidelines or standards provides general knowledge about potential pathways by which produce can 
become contaminated, systematic studies are lacking in Belgium to identify the current microbial 
situation and the critical points through the production to consumption process.  
The first objective of the PhD study was to give a detailed overview of the problems associated with the 
production, processing and consumption of the commodity of concern, the leafy vegetables. The 
different routes of contamination, the increased globalization and the survival of pathogens were 
discussed.  
Further objectives of the PhD were to address the data needs, find the bottlenecks, identify and further 
understand routes for potential microbial contamination of produce throughout production and 
processing in Belgium (Figure 0.1). Therefor chapter 2, 3 and 4 dealt with the data need in the primary 
production. In Chapter 2 and 3, eight lettuce farms (four open field farms and four greenhouses) were 
visited and information was gathered to determine risk factors for lettuce contamination with 
pathogenic bacteria. Relationships between the type and the levels of indicator bacteria, the detection 
of enteric zoonotic pathogenic bacteria and the effect of temperature, precipitation and seasonality on 
the bacterial contamination during lettuce primary production were established. Insight was achieved in 
the implementation of good agricultural practices in the primary production process by the combination 
of an interview, checklist and exploitation of microbial data of lettuce crops and environmental sampling 
(water, soil) for both greenhouses and open field farms. In chapter 4, E. coli was isolated from the 
different samples and exposed to 14 different antibiotics to check if a vegetable producing environment 
could act as a carrier for antimicrobial resistance. 
The purpose of chapter 5 was to gain insight into the impact of the water quality on the microbial 
quality, hygiene and safety level of fresh-cut lettuce products for the Belgian market representative 
processing companies. This may allow to identify bottlenecks in water management and the 
management of food safety in general. The goal of the last chapter was to simulate the vulnerable 
industrial wash process and produce useful quantitative data on transfers from water to lettuce, and to 
obtain insights on the impact of water management practices in fresh-cut processing on bacterial and 
viral pathogens’ distribution in the fresh produce supply chain. 
Chapter 7 discusses the results obtained in the framework of the research objectives. Conclusions are 










































The first section of the PhD focuses on the beneficial health effects of the consumption of vegetables. It 
encloses an in-depth analysis of production data of fresh produce around the world, in EU and in Belgium 
to emphasize the globalization. In the last 20 years, there is a global increase in production of vegetables 
which has been associated with an increase of import and export in the world.  
Globalization of the food market and several other drivers, contribute also to the increase in outbreaks 
related to the consumption of vegetables, especially leafy greens. The microbial contamination of leafy 
greens is related to different risk factors from primary production up to the fresh-cut processing. 
Possible risk factors in primary production such as fertilization, animal intrusion, selection of the land, 
and hygiene are discussed with irrigation water and the irrigation method considered as most important. 
For the further processing chain, the storage, washing process and hygiene are outlined as being the 
most important towards contamination or microbial growth. In a final part of the literature review a 
concise overview is given on survival studies focusing on the most important factors affecting the 
survival of indicator bacteria and pathogens on lettuce and soil. 
 
The second chapter of the PhD investigated the possible relationship between indicator bacteria, 
pathogens, temperature, precipitation and pH for the primary production. In the period April 2011 – 
December 2012, a total of 740 samples were collected at eight lettuce farms in West Flanders, Belgium 
(four greenhouse farms and four open field farms): 57 peat-soil samples, 23 seedling samples, 276 field-
soil samples, 264 lettuce samples and 120 water samples. No Salmonella spp. or PCR EHEC signals were 
detected from lettuce. One out of 92 field soil samples contained Salmonella spp. and five soil samples 
provided PCR positives for EHEC virulence factors (vt1 or vt2 and eae gene). A low prevalence of 
Campylobacter spp. (8/88) was noted in lettuce. The irrigation water samples showed on a regular basis 
E. coli presence (59.2% of samples > 1 CFU/100 ml) and occasionally detection of pathogens (25%, n = 
30/120), in particular Campylobacter spp. In general, none or very low correlations were observed 
between the microbiological parameters of the soil and lettuce and between temperature and 
precipitation. There were stronger relationships observed in case of the water samples. In particular 









It was also noted that all four indicators (E. coli, coliforms, enterococci and TPAC) were present in 
significantly higher levels when also pathogens were detected in the water samples. For the soil or 
lettuce samples, E. coli and pathogens tend to be more present after heavy rainfall or during the months 
with higher temperature (May – November). Although temperature, precipitation, and E. coli 
concentration cannot predict the presence of pathogens, their monitoring does provide some guidance 
regarding best sampling time for increased vigilance in pathogen testing of the produce or the water.  
Chapter 3 reports on the status of implementation of good agricultural production practices, 
management and operation of lettuce production in the sampled farms by a combination of an 
interview, checklist and exploitation of microbial data of lettuce crops and environmental sampling 
(water, soil). It was noted that the majority of the farms are small scale farms which are certified to a 
national standard, a prerequisite to deliver lettuce crops via the auctions (farm cooperative) to the fresh 
produce market or fresh-cut processing industry. The focus of the present national guideline is in 
particular on pesticides use with full registration and documentation in place and generic on the 
appropriate use of fertilizers and water, personnel hygiene and cleaning and maintenance of equipment. 
Limited knowledge of human enteric pathogens as a food safety issue in leafy greens was observed for 
all farms. Farms comply with generic guidelines on good agricultural practices at national level but lack 
data or documentation on farm level on water use and microbial water quality. This was to some extent 
also reflected in the microbial results of irrigation water analysis. Overall, the open field production was 
shown to be more prone to faecal contamination as the E. coli load of lettuce and irrigation water was 
significantly higher in open field versus greenhouse production. Additionally, Campylobacter spp. and 
Salmonella spp. isolates were also more often isolated from irrigation water in open field (21/45, 46.7%) 
versus greenhouse production (9/75, 12.0%). Only Campylobacter spp. was detected as a pathogen on 
the lettuce. It was also isolated from the irrigation water which suggested the water as the possible 
source for microbial contamination of the lettuce and the need to improve control of water supply. The 
irrigation water was identified as the most important risk factor for introduction of enteric bacteria, 
including enteric bacterial pathogens. 
 
Chapter 4 explored if vegetables may act as a carrier or reservoir for antibiotic resistance. In total 473 E. 
coli isolates were obtained from the 740 samples, with 66 isolates being from the peat-soil of the 
seedling, 171 isolates from the field soil, 72 from the lettuce, 161 from the water and only 3 isolates 
were from the seedling. The isolates were tested against 14 different antibiotics. There were no isolates 








quinolone ciprofloxacin. Resistance for ampicillin was more common 7% (in all groups). The prevalence 
of resistance for amoxicillin/clavulanic acid, cephalothin, tetracycline and trimethoprim was between 4 
and 4.5 %, followed by the prevalence of resistance to streptomycin (3.6 %), sulfonamides (3.0 %) and 
chloramphenicol (1.9 %). Of the 54 resistant isolates, 37 multi-resistant isolates were found. Resistance 
for ampicillin was present in approximately 75 % of the multi-resistant isolates. Amoxicillin/clavulanic 
acid and cephalotin resistance accounted for approximately 50 % of the isolates. Of all multiple resistant 
isolates, the most frequently observed patterns of multiresistance was the combination of 
Amoxicillin/clavulanic acid–ampicillin-cephalothin (n = 9). There were significant more resistant isolates 
derived from the greenhouses sampling than in the open field farms (P < 0.05). The prevalence of 
antibiotic resistant E. coli on the vegetables underlines the importance for ‘good agricultural practices’ as 
beside the risk for severe foodborne disease outbreaks, fresh produce can contribute to the spread and 
ingestion of resistant bacteria as well.  
 
In chapter 5, a tailored sampling plan was carried out with sampling throughout a production 
day of two Belgian fresh-cut lettuce processing companies to gain insight into the impact of the water 
quality on the microbial quality, hygiene and safety of fresh-cut lettuce products. Water management 
and the management of food safety in general were identified as possible bottlenecks. Practices such as 
insufficient cleaning and disinfection of washing baths, irregular refilling of the produce wash baths with 
water of good microbial quality and the use of high product/water ratios resulted in a rapid increase of E. 
coli in the processing water with a potential transfer to the end product (fresh-cut bagged lettuce). For 
example, high E. coli and enterococci contaminations in the washing baths of respectively approximately 
5 and 4 log CFU/100 ml resulted in E. coli enumeration on both the conveyor belt and the weighing unit 
and up to 2.7 log CFU/g was found on the pre-packed fresh-cut product. Washing with water of 
insufficient microbial quality increases the potential for cross-contamination of the fresh-cut produce via 
the water and affects the microbial quality of the end product. As a consequence, processing the 
vegetables through the subsequent washing baths rather resulted in cross-contamination than in 
reducing the microbial load. The addition of sanitizers to the water is an option but is in many EU 
countries not supported or tolerated in national legislation or accepted by the consumer. In Belgium the 
fresh produce processing only relies on large amounts of valuable potable water.  
 
For the study in chapter 6, a commercial lettuce washing process was simulated through a 








both wash water and lettuce were measured after each batch to understand the potential of cross-
contamination. The two cross-contamination processes (lettuce to water and water to lettuce) were 
included to gain more insight into the degree of contamination during a simulation of an industrial wash 
process. The mean reduction of initially contaminated lettuce through the washing in two successive 
potable wash baths (WB) was only 0.5 log CFU E. coli/g after WB2 while there was a rapid increase in 
contamination of the water in two wash baths. The transfer of E. coli, E. coli O157:H7 and viruses, MS2 
and MNV-1 from water to lettuce, was determined by contaminating WB1 with three different 
inoculation levels of one of the contaminants. After a rapid initial increase, the contamination of water in 
WB2 further increased during the washing process to approximately 1 to 0.5 log below the inoculation 
level of water in WB1. Beside the cross-contamination between the water in both WBs, the non-
contaminated incoming lettuce was also contaminated through the contaminated water from WB1. The 
degree of contamination of the lettuce depended on the WB1 and increased at higher contamination 
levels of WB1.  
 
In conclusion, in the present PhD a longitudinal study was performed along the fresh produce 
chain to collect Belgium-specific microbial baseline data. The major bottlenecks were established being 
the lack of microbiological knowledge and the management of the irrigation and washing water. 
Furthermore, the commonly “generic” guidelines in place both in primary production and in the 
processing industry lacking criteria for verification of ‘good practices’. In primary production, there is a 
need for education, knowledge and awareness concerning the importance of microbiology. There is also 
room for improvement and clarification of the guidelines for the irrigation process concerning the 
identification, testing and monitoring of the water. For the processing industry, there is a need for clear 
and unambiguous guidelines for the fresh produce processing as the risk of cross-contamination cannot 
be controlled by using large volumes of water without the use of a sanitizing agent. In addition if 
considering the sustainable use of water, the use of excessive amounts of water for washing of fresh 
produce must be avoided as availability of potable water is restricted and costly in many areas of the 
world. The use of only potable water for washing soiled or contaminated crops as a prerequisite seems 
not appropriate with regarding to the (future) scarcity of water but also from a food safety perspective.  
Future perspectives include the elaboration of useful recommendations for microbial water 
management in the whole chain based on risk assessment. Furthermore, the impact of the climate on 









Het eerste deel geeft een literatuurstudie weer en legt de focus op positieve gezondheidseffecten bij de 
consumptie van groenten. Het geeft een analyse van de productie-, export- en importcijfers om de 
stijgende globalisatie te illustreren. In de voorbije 20 jaar kent men door deze globalisatie, in combinatie 
met een aantal andere factoren, een stijging in ziekte uitbraken gerelateerd met de consumptie van 
groenten, meer specifiek bladgroenten. De microbiologische contaminatie van bladgroenten is 
gerelateerd met verschillende risicofactoren van de primaire productie tot de groente verwerkende 
bedrijven. De mogelijke risicofactoren in de primaire productie zoals bemesting, het binnendringen van 
dieren op het veld, de keuze van het veld en de hygiëne worden besproken. Er wordt dieper ingegaan op 
de twee belangrijkste factoren, namelijk het irrigatiewater en de irrigatiemethode. 
Voor de versneden groenten zijn de bewaring, het wasproces en de hygiëne de meest belangrijke 
factoren voor contaminatie en microbiële groei.  
In een laatste deel van de literatuur wordt een overzicht gegeven van overlevingsstudies waarbij de 
meest belangrijke factoren voor overleving van indicator bacteriën en pathogenen aan bod komen voor 
zowel sla als grond. 
In het tweede hoofdstuk van het doctoraat wordt de relatie in de primaire productie onderzocht tussen 
indicator bacteriën, pathogenen, temperatuur, neerslag en pH. Tussen april 2011 en december 2012 
werden bij 8 slaboeren in West-Vlaanderen genomen. De 740 genomen stalen werden onderverdeeld in:  
57 grondstalen van de zaadling, 23 zaadlingen, 276 grondstalen van het veld, 264 slastalen en 120 
waterstalen. 
Op de sla zelf werd er geen Salmonella spp. teruggevonden of positieve PCR EHEC signalen gedetecteerd. 
Eén van de 92 grondstalen bevatte Salmonella spp. terwijl 5 andere grondstalen PCR EHEC positief waren 
voor de virulentiefactoren (vt1 of vt2 en eae genen). Een lage aanwezigheid van Campylobacter spp. 
(8/88) werd teruggevonden op de sla. Het irrigatiewater bevatte regelmatig E. coli (59.2% van de stalen > 
1 CFU/100 ml). In ¼ van de stalen van het irrigatiewater werden ook pathogenen geïsoleerd (25 %, n = 
30/120), vooral dan Campylobacter spp.  
Over het algemeen werden er geen of zeer lage correlaties gevonden tussen de microbiologie van de sla 








het water werden er sterkere relaties gedetecteerd, wat aantoont dat het analyseren van deze 
indicatoren samen overbodig is. 
Er dient opgemerkt te worden dat de vier indicatoren (E. coli, coliforms, enterococcus en TPAC) in 
hogere aantallen aanwezig waren wanneer pathogenen gedetecteerd werden in het water. E. coli en 
pathogenen blijken dan weer meer aanwezig te zijn in de grond en de sla na hevige regenval of 
gedurende de maanden met hogere temperatuur (mei – november). Hoe dan ook, temperatuur, 
neerslag en E. coli kunnen de aanwezigheid van pathogenen niet voorspellen maar geven toch een 
richtlijn wanneer er waakzaamheid nodig is voor mogelijke aanwezigheid van pathogenen op het 
product of in het water. 
 
In hoofdstuk 3 wordt de mate van implementatie van goede landbouwpraktijken en het management 
van de slaproductie nagegaan door middel van de combinatie van een interview, checklist en het gebruik 
van de microbiologische data over het product en de omgeving. Het overgrote deel van de 
landbouwbedrijven, zijn landbouwers die op kleine schaal produceren. Deze zijn een voor een 
gecertificeerd voor de nationale standaard. Dit certificaat is vereist om te mogen leveren aan veilingen of 
slaverwerkende bedrijven. De focus van de nationale standaard is vooral gericht op pesticiden. Volledige 
registratie en documentatie betreffende het gebruik wordt geëist in tegenstelling tot de meer algemene 
eisen met betrekking tot bemestingen, water, persoonlijke hygiëne, schoonmaak en onderhoud van het 
materiaal. De ondervraagde landbouwers hadden slechts een beperkte kennis op het gebied van 
pathogenen en voedselveiligheid. Desalniettemin, de landbouwers voldoen aan de richtlijnen voor 
microbiologie die neergeschreven zijn in de nationale standaard maar hebben geen tot weinig 
documentatie over microbiële resultaten van bijvoorbeeld wateranalyse. Er werd aangetoond dat open 
veld bedrijven in het algemeen gevoeliger zijn voor fecale contaminatie in vergelijking met de serre 
bedrijven. De concentratie E. coli op sla en in het water was significant hoger voor de open veld 
bedrijven. Ook pathogenen werden meer geïsoleerd uit het water bij open veld (12/45, 46.7%) ten 
opzichte van serres (9/75, 12.0%). Op de sla zelf werd alleen Campylobacter spp. gedetecteerd waarbij 
de pathogeen ook altijd in het water werd teruggevonden. Dit suggereert dat het water de mogelijke 
bron is voor contaminatie, wat met zich meebrengt dat de water kwaliteit dient te verbeteren om 







In hoofdstuk 4 werd bekeken of groenten kunnen fungeren als een drager of reservoir van bacteriën met 
antibiotica resistentie. In totaal werden 473 E. coli’s geïsoleerd uit 740 stalen. 66 isolaten waren 
afkomstig van grond van de zaadling, 171 isolaten van de grond in het veld, 72 isolaten van de sla, 161 
isolaten van het water en slechts 3 isolaten van de zaadling. De verschillende isolaten werden getest ten 
opzichte van een antibiotica panel bestaande uit 14 verschillende antibiotica. 
Er werden geen isolaten gevonden die gereduceerde gevoeligheid vertoonden ten opzichte van de 
aminoglycosiden, amikacine, kanamycine, gentamycine en de quinolone ciprofloxacine. Resistentie voor 
ampicilline kwam het meest voor (7 %). De aanwezigheid van resistentie voor 
amoxycilline/clavulaanzuur, cephalthine, tetracycline en trimethoprim lag tussen de 4 en 4.5%, gevolgd 
door de prevalentie voor streptomycine (3.6%), sulfonamides (3.0%) en chlooramphenicol (1.9 %). 
37 van de 54 resistente isolaten waren multiresistent. Ampicilline resistentie was aanwezig in ongeveer 
75 % van de multiresistente isolaten gevolgd door resistentie tegen amoxicilline/clavulaanzuur en 
cephalothine die in ongeveer 50 % van de isolaten aanwezig waren. Het meest voorkomende 
resistentiepatroon was de combinatie van amoxicilline/clavulaanzuur-ampicilline-cephalothine (n = 9). 
Significant meer resistente stammen werden geïsoleerd uit de serre in vergelijking met open veld (P < 
0.05). De aanwezigheid van antibiotica resistente E. coli op de groenten benadrukt het belang van goede 
landbouwprakijken aangezien er naast het risico voor voedsel-gebonden uitbraken ook een risico is voor 
de spreiding en inname van resistente bacteriën. 
In hoofdstuk 5 werden stalen genomen gedurende een productie dag in twee Belgische sla verwerkende 
bedrijven. Op deze manier kon inzicht verworven worden in de microbiologische kwaliteit, hygiëne en 
veiligheid van de vers versneden producten. Het water management en in het algemeen de 
voedselveiligheid werden geïdentificeerd als de belangrijkste knelpunten. Onvoldoende schoonmaken en 
desinfecteren van de wasbaden en de hoge product water/ratio’s door het onvoldoende verversen van 
het water resulteren in een snelle opbouw van E. coli in het waswater met een mogelijke transfer naar 
het eindproduct. Hoge E. coli en enterococci contaminaties tot respectievelijk 5 en 4 log KVE/100 ml 
resulteerde in telbare E. coli kolonies op zowel de transportband als de gewichtsverdeler en tot 2.7 log 
KVE/g werd teruggevonden op het versneden product. Waswater van slechte microbiologische kwaliteit 
verhoogt de kans op kruiscontaminatie van het product door het water en resulteert dus in een slechte 
microbiologische kwaliteit. Met als gevolg dat het wassen van groenten eigenlijk zorgt voor extra 
contaminatie in tegenstelling tot een reductie in microbiologie. Het gebruik van desinfectantia is een 








aanvaard door de consument waardoor in België de sla verwerkende bedrijven vooral afhankelijk zijn 
van het gebruik van grote hoeveelheden water.  
Voor hoofdstuk 6 werd een commercieel wasproces van sla gesimuleerd door gebruik te maken van 
twee wasstappen (desinfectantia werd niet gebruikt). De microbiologische kwaliteit van zowel waswater 
en sla werd gemeten na elke batch om de kruiscontaminatie in detail te bekijken. De twee processen van 
kruiscontaminatie (sla naar water en water naar sla) werden bekeken om inzicht te verkrijgen in de graad 
van kruiscontaminatie. 
De gemiddelde reductie in E. coli door het wassen van gecontamineerde sla na de twee wasbaden was 
slechts 0.5 log KVE/g terwijl er een heel snelle opbouw van contaminatie was in de twee wasbaden. Ook 
de transfer van E. coli, E. coli O157:H7 en de virussen MS2 en MNV-1 van water naar sla werd bepaald 
door het artificieel contamineren van het eerste wasbad met een van de contaminanten. Na een snelle 
initiële stijging, steeg de contaminatie van het water in het tweede wasbad nog tot ongeveer 0.5 tot 1 
log onder het inoculatieniveau van het eerste wasbad. Naast de contaminatie tussen de twee wasbaden 
werd de niet gecontamineerde sla ook nog gecontamineerd door het water van het eerste wasbad. De 
graad van contaminatie is afhankelijk van het eerste wasbad en stijgt met stijgende contaminatieniveaus 
in het water. 
Uit dit onderzoek betreffende de verse productieketen waarbij microbiologische data in België 
verzameld werden, kunnen een aantal conclusies getrokken worden. De belangrijkste vastgestelde 
knelpunten zijn het gebrek aan microbiologische kennis en het beheer van het irrigatiewater en 
waswater. Ook de te algemene richtlijnen voor goede praktijken voor zowel de primaire als de 
verwerkende industrie zijn een probleem. In de primaire productie is er nood aan opleiding, kennis en 
bewustwording met betrekking tot het belang van microbiologie. Ook is er ruimte voor verbetering en 
duidelijkheid over de richtlijnen voor irrigatiewater vooral in verband met identificatie, testen en 
monitoren van het water. Voor de verwerking is er nood aan eenduidige richtlijnen aangezien het risico 
voor kruiscontaminatie niet vermeden kan worden door het gebruik van grote volumes water zonder 
gebruik van desinfectantia. Daarbovenop, gezien de huidige waterproblematiek met de beschikbaarheid 
en kostprijs van drinkbaar water moet het gebruik van buitensporige hoeveelheden water vermeden 









In de toekomst dienen duidelijke richtlijnen ontwikkeld te worden, gebaseerd op risicobeoordeling voor 
het beheer van water in de hele keten. Daarenboven, moet de impact van het klimaat op de 
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Chapter 1 Literature Review: Production, Processing and 
Safety of Fresh Produce 
1.1 Fresh produce consumption, production and trade 
1.1.1 Fresh produce consumption 
Fresh produce are fresh fruit and vegetables including fresh, whole fruit and vegetables, fresh-cut 
(minimally processed) fruit and vegetables such as shredded cabbage, mixed or blended fruit or 
vegetables such as bagged mixed salad (without dressing, croutons, bacon bits, etc.) (CFIA, 2013). 
Fruit and vegetables are important components of a healthy diet, and their sufficient daily 
consumption could help prevent well-known diseases like cancers and heart diseases (Gupta et al., 
2010; Higdon et al., 2007; Hung et al., 2004; Link and Potter, 2004). The insufficient intake of fruits 
and vegetables is recognized as one of the biggest factors contributing to the increase in chronic non-
communicable diseases (e.g. cancer, cardiovascular disease, diabetes and obesity) worldwide, 
causing 2.7 million deaths annually (Agudo, 2005; WHO, 2003; Santos et al., 2012). Fruit and 
vegetable intake vary considerably among countries, in large part reflecting the prevailing economic, 
cultural and agricultural environments (FAOSTAT, 2013).  
The intake of 400 g of fresh produce a day is stimulated by the WHO and many national and regional 
health authorities (Agudo, 2005; WHO, 2003).  
The 2012 data of the Freshfel ‘Fresh fruit and vegetable production, trade, supply & consumption 
monitor in the EU-27’ of fruits and vegetables in the countries, showed that overall in the EU-27, in 
2011, a 2.6% rise in consumption was observed to 382 g/capita/day for fresh fruits and vegetables 
compared to 2010 (Freshfel, 2012). Specifically, the consumption per capita fruit in 2011 was at 
197.1 g/capita/day on average for the EU-27. It increased by 3% in 2011 compared with 2010, but it 
also showed a decrease by 3% in 2011 compared with the average consumption of the previous five 
years (2006-2010).  
The per capita vegetable consumption in 2011 was 185.5 g/capita/day for the EU-27. It increased by 
2% in 2011 compared with 2010 but declined by 3% in 2011 compared with the average 
consumption in the previous five years (Freshfel, 2012). In almost half of the member states (13/27) 
in 2010, in countries such as France, Germany, the Netherlands and the UK, the consumption of fruits 
and vegetables was below the recommended 400 g/day (Freshfel, 2011).  
In 2010, in Belgium average per capita consumption was 63 kg of fruit and 176.4 kg of vegetables. 








In contrast, a vegetable consumption of 138 g/day and a fruit consumption of 118 g/day was 
observed in the Belgian Food Consumption Survey conducted in 2004 (Scientific Institute of Public 
Health, 2004).  
In 2011, in Belgium, tomato was the most popular vegetable with 6.5 kg/capita in a year, followed by 
carrots (6.3 kg/capita, +17 %) and onions (4.3 kg/capita, + 8 %) which increased very fast in the last 
ten years. The consumption of chicory (3.8 kg/capita, - 7%) and lettuce varieties (2.7 kg/capita, - 9%) 
decreased compared to 2001 (VLAM, 2012).  
 
Fruit and vegetables can be consumed either as a whole or fresh-cut. Due to changes in people’s 
lifestyle and constraints such as time pressure and lack of convenience, a shift was created to 
consumption of fresh-cut fruits and vegetables (Ragaert et al., 2004; Vidal et al., 2013). Fresh-cut 
produce is defined as any fresh fruit or vegetable or any combination thereof that has been 
physically altered from its original form, but remains in a fresh state. Regardless of commodity, it has 
been trimmed, peeled, washed and cut into a 100% usable product that is subsequently bagged or 
prepackaged to offer consumers high nutrition, convenience and value while still maintaining 
freshness (Rojas-Graü et al., 2011). Washed, bite-size and packaged fresh fruit and vegetables allow 
consumers to eat healthy on the run and to save time on food preparation (Soliva-Fortuny and 
Martin-Belloso, 2003). In the last decade, consumption of fresh-cut produce has undergone a sharp 
increase. The consumption of fresh-cut vegetables remained approximately on the same level (3100 
tons/year) between 2008 and 2011 but increased sharply in 2012 up to almost 4000 tons (Fresh 
Trade, 2013). In 2008 in Belgium, fresh-cut vegetables were responsible for 10-20% of the total offer 
of fresh vegetables and fruits in the supermarket. 60 % of the fresh vegetables were fresh-cut 
vegetables for cooking and 40 % were mixed salads (PCG, 2008).  
Consumers' expectation of year around availability of fresh food products has encouraged the 
globalization of food markets (Yu and Nagurney, 2013). As a result, fresh produce is grown and 
exported in large volumes and the production chain for fresh produce is highly complex and global 
oriented (Jacxsens et al., 2010b). Developing countries that are new in the distribution of fresh 
produce are becoming more and more integrated in the global food market (Jacxsens et al., 2010b; 
Trienekens and Zuurbieri, 2008; Yu and Nagurney, 2013).  
1.1.2 Fresh produce production in the world and the EU 
Calculations on production variables for fresh vegetables were performed using data between 1991 
and 2010 from the FAOSTAT database (http://faostat.fao.org). The focus is on fresh vegetables 








production from the field, excluding harvesting and threshing losses. Production therefore includes 
the quantities of the commodity sold in the market (marketed production) and the quantities 
consumed or used by the producers (auto consumption). Crop area is a surface of land on which a 
crop is grown. The FAOSTAT database contains data of more than 190 sovereign states in the world 
(list see http://fao.org). The EU comprises 27 member states (without Croatia). Area harvested data 
is expressed in hectares; yield in hectogram/hectare; production and data in tons (FAOSTAT, 2013). 
The world production of fresh vegetables increased with 121% between 1991 and 2010 up to more 
than 1000 million tons (Figure 1.1). The fast increase was due to the increase in production in Asia (+ 
187%) or more specific China (+ 300%) as the production in the other continents slightly decreased or 
remained approximately on the same level. China was responsible for 70 % of the increase in 
production in the world. During the two decades, the production contribution of China increased 
from 28.8 % to 52.1%.  
The overall harvested area increased as well (+69.7 %). The higher increase of production quantity 




Figure 1.1: The production of vegetables in the world and different regions from 1991 up to 2010 
 
For the vegetables in European Union, the production quantity remained approximately the same 
between 1991 and 2010 (- 0.8%) despite the higher efficiency (+ 27.1% Hg/ha). This was because the 










































In 2010, 200 countries were responsible for a total world production of 1036 million tons vegetables 
spread over 54.6 million ha. The European Union accounted for 64.4 million tons or 6.2% of the 
world production and represented 2.4 million ha or 4.3% of the total area. The world top producing 
countries were China, India and USA with respectively 52.1%, 9.7% and 3.4% of the total amount. The 
first European country was Italy on the seventh place with 1.4%. For the EU-27, Italy was the top 
producer (22.0%), followed by Spain (19.7%) and Poland (8.0%). 
Tomatoes were the most produced vegetable (152 million tons) in the world and represented 14.6% 
of the total vegetable world production (Table 1.1). Watermelons were the second most produced 
vegetable with 99 million tons or 9.6% followed by onions (76 million tons or 7.6%). 
In the EU, the tomatoes were also the most popular with more than a quarter of the total EU 
production (17 million tons. 26.2%) (Table 1.1). The other vegetables were clustered together, onions 
(5.5 million tons, 8.5%) followed by cabbages and other brassicas (5.3 million tons, 8.2%).  
In the EU, the vegetable group, lettuce and chicory is most produced in Spain, Italy and Germany 
with respectively shares of 34%, 14% and 13 %, Belgium (2.9 %) is situated 9th just below the 
Netherlands (3.2 %). 
 
Belgium is the fifth smallest member state but has the third highest population density, 350 
people/km². Knowing that the self-suffiency was 136% (in 2006/2007, last available number), the 
horticulture in Belgium is very intensive and concentrated on a small area (VLAM, 2012). Belgium 
produced 1.36 million tons of vegetables. 72% of the total vegetable production was in open field. 
The most important vegetables were carrots, leek and cauliflower with respectively 20%, 16% and 9% 
of the total vegetable production in open field (LARA, 2010). The production in greenhouses had a 
share of 28% of the total vegetable production. Tomatoes were the most important with 59% of the 
total greenhouse production followed by the lettuce varieties (17%) (LARA, 2010). The most 
important vegetables produced in Belgium and their shares in Europe and the world are displayed in 
table 1.2. The Belgian pride, ‘leeks’, had an impressive share of almost 10 % of the world total 
production.  
In the EU, in 2003 the total number of holdings growing fresh vegetables, melons or strawberries was 
2.27 million (Eurostat, 2012). There has been a general tendency for a decrease in the number of 
holdings in the last years. For the EU, the decrease was 29% between 2003 and 2007. In 2003 there 
were 162 000 greenhouses. After an increase in 2005, there was a decrease in 2007 to 145 000 
holdings. The open field farmers decreased between 2003 and 2007 from 2.1 million to 1.4 million of 
holdings (Eurostat, 2012). The total harvested area of the EU decreased between 2003 and 2007 with 









means that, as the decrease in harvested area was only 9%, there was an upscaling in area of the 
holdings producing vegetables. The drop can be linked to the ageing of the holders, often leading to 
the disappearance of the smaller holdings (LARA, 2010). The general tendency of disappearance of 
the smaller units was followed by an increase of larger holdings.  
 
Table 1.1: The top 10 vegetables in production quantity in the world and EU in 2010 















1 Tomatoes 151.7 14.6% Tomatoes 16.9 26.2% 
2 Watermelons 99.2 9.6% Onions, dry 5.5 8.5% 
3 Onions, dry 78.5 7.6% Cabbages and 
other brassicas 
5.3 8.2% 
4 Cabbages and other 
brassicas 
66.4 6.4% Carrots and 
turnips 
5.2 8.1% 
5 Cucumbers and 
gherkins 





43.9 4.2% Cucumbers and 
gherkins 
2.7 4.3% 
7 Carrots and turnips 33.7 3.3% Watermelons 2.6 4.1% 
8 Chillies and 
peppers, green[401] 
29.4 2.8% Cauliflowers and 
broccoli 
2.3 3.5% 
9 Other melons 
(inc.cantaloupes) 
26.4 2.5% Chillies and 
peppers, green 
2.2 3.5% 




Belgium followed the EU trend with a decrease in holdings producing vegetables from 8880 in 2003 
to 7380 companies in 2007. However, this decrease was mainly because of the decrease in open field 









However, the decrease had no effect on the production between 2003 and 2007 as the production 
remained approximately on the same level (Eurostat, 2012).  
 
Table 1.2: The top 5 vegetables in production quantity (tons) in Belgium and the share in the world and the 
EU in 2010 
Vegetable Belgium European Union World 
Carrots and turnips 314100 6.05% 0.93% 
Tomatoes 227680 1.35% 0.15% 
Leeks. other alliaceous 
veg 
190663 22.70% 9.32% 
Cabbages and other 
brassicas 
97300 1.84% 0.15% 
Spinach 93150 18.81% 0.45% 
 
1.1.3 Fresh produce trade in the world, EU and Belgium 
Calculations on trade variables for fresh vegetables were performed using data between 1991 and 
2010 from the FAOSTAT database (http://faostat.fao.org). The import/ export of goods and services 
are defined by the United Nations. Import includes all goods entering the economic territory of a 
compiling country and export includes all goods leaving the economic territory of a compiling 
country. This means that within the FAO- database trade between countries is considered and 
divided in intra-EU (trade between EU countries) and extra-EU trade (trade between EU and non EU 
countries). Trade data are in tons (FAOSTAT, 2013). 
Trend analysis of the trade quantity data of fresh vegetables showed similar to the production 
quantity an increase in import of 150 % (Figure 1.2) and an increase in export quantity of 175% 
(Figure 1.3). Despite the fact that the EU production remained at the same level in the 20 year 
period, there was an increase in Europe in import (79.3%) and export (81.8%). However, the 
importance of Europe in the world trade was decreasing from 54.0% to 39.2% for the import and 










The European Union imports large and increasing volumes of vegetables because year-round 
production is not possible for many species. Most of the popular varieties of vegetable can be 
produced in the EU. Imports of vegetables from outside the EU are therefore limited. However, it is 
sometimes cheaper to import some products, such as beans, chili peppers or asparagus, from 
developing countries than to produce them domestically as they are very labor-intensive and carry 
substantial production risks. 
 
Figure 1.2: The import of vegetables in the world and different regions from 1991 up to 2010 
 























































In 2010, a total of 14.8 million tons were imported within EU countries. Most vegetables were 
imported from other EU countries as only 15.6% of the total trade volume originated from outside 
the EU. However, the share of imports from outside the EU grew more rapidly and its share of total 
imports was increasing. Between 2001 and 2010, intra-EU imports grew by 35.5% in volume, while 
total extra-EU import value grew by 56.9% in volume. The majority of extra-EU trade in vegetables 
came from developing countries, which accounted for 86% of the extra-EU volume. The distance to 
the EU market was an important determining factor in the vegetable trade. This is because 
vegetables have to be consumed fast and cannot always be stored or ripened in transit. Countries 
such as Morocco, Turkey and Egypt, with their relative proximity to the EU, are in a better position to 
supply fresh products to the EU market than more distant countries, which face higher (and 
increasing) transport costs. Not surprisingly, these three countries are in the top 5 of the leading 
fresh vegetable suppliers from extra-EU countries with market shares of 25.8%, 12.1% and 5.3% 
respectively in 2010 (Figure 1.4).  
14.3 million tons were exported by EU countries. 87.7% of the vegetables are exported between EU 
countries. In the first decade of the century, the intra-EU export increased with 40.0% in volume, 
while total extra-EU export increased by 44.6%. 
 
  
Figure 1.4: Intra-EU import and Extra-EU import 
 
95% of the imported vegetables in Belgium originated from EU countries. The most important 
countries were the Netherlands (58%), France (21%) and Spain (10%). The first non-EU members in 






























vegetables imported from the EU were carrots and turnips (27%), onions (11%) and tomatoes (8%), 
from the non-EU countries, dry onions (22 %) and green beans (20%). 
The export was mainly focused on tomatoes (25%), carrots and turnips (19%) and leeks (11%) with 
France (33%), the Netherlands (23%) and Germany (16%) as the main partners. 8.6% of the export 
was to non-EU countries. The biggest non-EU partner was the Russian Federation with 80% of the 
total non-EU export.  
1.2 Outbreaks associated with (leafy) vegetables 
There is an increased concern about the microbiological contamination of fresh produce and an 
increasing number of foodborne illnesses from enteric bacteria associated with fresh produce was 
observed (Beuchat, 1996, 2006; Harris et al., 2003; Ilic et al., 2008; Johnston et al., 2006; 
Sivapalasingam et al., 2004). Fresh produce was infrequently recognized in the US as a vehicle of 
outbreaks and illness cases in the 1970s (0.7% and 1%, respectively), but as epidemiological evidence 
mounted, by the 1990s frequencies changed to 6% and 12%, respectively (Sivapalasingam et al., 
2004). In the US between 1998 and 2007, fresh produce was involved in 684 outbreaks involving 
26,735 cases of illness, a share of 14.8% of all outbreaks that accounted for 22.8% of cases of all 
foodborne illnesses in the US. Salads, vegetables and fruits were linked to 345, 228 and 111 illness 
outbreaks, respectively, with the largest number of illnesses (≥11,200) (CSPI, 2009; Olaimat and 
Holley, 2012). 
There are several reasons for the increase in outbreaks: 
1. The trends of the global market and increased complexity of the chain ($1.1.3). 
Food sectors have rapidly internationalized. Market demand is no longer confined to local or 
regional supply. Retailers and food industries source their products from all over the world, 
transforming the food industry towards an interconnected system with a large variety of 
complex dynamic relationships. This ensures access to any food item regardless of season 
and location presenting serious vulnerabilities as not all food industries and companies are 
able to follow demands pushed by Western markets. This is especially difficult for companies 
from developing countries (Beuchat, 1998; Ercsey-Ravasz et al., 2012; Trienekens and 
Zuurbieri, 2008; Yu and Nagurney, 2013).  
2. Agriculture becomes more intensive, produce fields may be next to animal production zones, 
and the ecological connections between wild animals, farm animals, and produce may be 
closer (Lynch et al., 2009).  
3. Climate change impacts food safety through many different ways: changes in temperature 









ocean warming and acidification, and changes in the transport pathways of complex 
contaminants (Hofstra, 2011; Tirado et al., 2010). 
4. Increasing numbers of immune compromised consumers (Santos et al., 2012). 
Vulnerability arises often because of immune suppression, through either disease processes 
or the medications used to manage them, and at the extremes of age or in pregnancy (Lund 
and O'Brien, 2011). For example, there is an increasing amount of older people in Belgium. In 
2002, there were 1 746 392 people older than 65 while in 2012, 1 924 472 were already older 
65 (BE.STAT, 2012). 
In 2008, the WHO categorized leafy green vegetables as the highest priority in terms of fresh produce 
safety from a global perspective as the most common produce items associated with outbreaks were 
greens-based salads and lettuce (Delaquis et al., 2007; DeWaal, 2009; Ilic et al., 2008; Jacxsens et al., 
2010b; WHO, 2008) (Table 1.3). This was based on:  
- frequency and severity of disease 
- the size and scope of production 
- the diversity of the supply chain and industry 
- the potential for amplification of foodborne pathogens 
- the potential for control 









Table 1.3: Summary of different outbreaks associated with leafy vegetables from 2000 up to 2012 
Causative agent Year Country Human cases Implicated food Country of 
origin 
(likely) source of contamination Reference 
S. Typhimurium 
DT204b 




392 cases Lettuce Unknown Unknown Crook et al., 2003 
S. Typhimurium DT104 August – 
September 2000 
U.K. 361 cases Lettuce U.K., three 
farms but not 
proven 




2000 Germany 34 cases fresh green leafy herbs Southern 
Europe 
Probably fertilization with human waste 
or fecal contaminated water used to 
irrigate crops, prepare pesticides, or 
freshen or clean produce at their origin 
Doller et al., 2002 
Hepatitis A 2001 Sweden 54 cases Lettuce, rocket Imported from 
? 
unknown Nygard et al., 2001 
Salmonella Newport  2001 UK  9 cases Pre-packed ready to eat 
Salad vegetables 
unknown Unknown  Fisher and O'Brien, 2001 
E. coli O157 2003 USA 57 Mixed salad US A farm in Salinas valley CDHS, 2005 








21 cases Rucola lettuce  Import from 
Italy 
Unknown (it is speculated that using 
water of nonpotable quality for 
irrigation of vegetables close up to 
harvest may lead to contamination of 
the products with a variety of 
pathogens). 









Gajraj et al., 2012 
E. coli 0157 July to 
September 2005 
Sweden 135 cases Iceberg lettuce domestic The lettuce was irrigated by water from 
a small stream, and water samples were 
positive for Stx 2 by PCR. The identical 
VTEC O157 Stx 2 positive strain was 








isolated from the cases and in cattle at a 
farm upstream from the irrigation point 
E. coli 0157 September – 
December 2006 
US 205 cases Pre-packaged spinach domestic The outbreak strain was isolated from 
the field, from cattle feces on a farm 
nearby and from wild pig feces. A 
potential cause was that the river 
functioned as a vector between the 
contaminated feces and the irrigation 
wells used.  
CFERT, 2007; Jay et al., 2007 





50 cases Ready-to-eat lettuce mix Domestic  Unknown (usually result from 
contamination during crop production 
by application of water, soil, manure 
contaminated with animal feces) 
Friesema et al., 2008 
Norovirus and 
enterotoxigenic E. coli  
January 2010 Denmark and 
Norway 
260 cases Lettuce (lollo bionda) 
used in sandwiches 
Import from 
France 
Unknown (Since neither norovirus nor 
ETEC are zoonotic agents, human fecal 
matter may have been the source of the 
contamination, possibly via 
contaminated water). 
Ethelberg et al., 2010 
E. coli O145 2010 USA 26 Shredded Roman Lettuce  domestic A single processing facility CDC, 2010 
E. coli O157:H7 November 2011 USA 58 Romaine Lettuce Domestic 
production 
Unknown (probably one farm, but Farm 
A was no longer in production during the 
time of the investigation) 





Norway 21 reported 
cases 





Unknown (noted that the cold storage 
conditions may increase growth of Y. 
enterocolitica as this bacterium is able to 
grow down to –2ºC). 
 
MacDonald et al., 2011 
E. coli O157:H7 2012 USA 33 Organic Spinach and 
Spring Mix blend 
Domestic 
Production 
Identified State Garden as a common 
producer, but a source of contamination 










The leafy vegetables are most vulnerable to food safety concerns because they have large surface 
areas that are susceptible to contamination by pathogens (Caponigro et al., 2010; Jawahar and 
Ringler, 2009).  
According the Food and Drug Administration (FDA), leafy greens were responsible for one third of the 
outbreaks in the US (FDA, 2009). Most of the outbreaks were caused by Escherichia coli O157:H7 
(FDA, 2009; Lynch et al., 2009). Outbreak investigations are an important and challenging component 
of epidemiology and public health and can help identifying the source and prevent additional 
outbreaks by recommendations of strategies (Reingold, 1998). Outbreaks from various parts of the 
world from 2000 until now related to leafy vegetables are summarized in table 1.3. The different 
outbreaks showed a whole range of causative agents, involved countries and number of human cases 
associated with different leafy vegetables. Although intense trace back investigations were 
conducted, the identification of the contamination source was rarely successful. Nevertheless, in 
some cases the potential point where contamination could have occurred was identified. Trace back 
can be complex and time-consuming as the vegetables need to be obtained as soon as possible 
because of the short shelf life (Lienemann et al., 2011; Reingold, 1998). Since 2001 in Belgium, only 
one case possible case concerning leafy vegetables was mentioned. The presence of Listeria 
monocytogenes (01/08/2012) led to a recall of fresh-cut produce (unknown which vegetables).  
1.3 The lettuce production chain 
There is a wide range of leafy greens such as iceberg lettuce, spinach, baby leafs, etc. However, the 
focus in the present PhD is on the whole head butterhead lettuce (Lactuca sativa L. var. capitata). In 
general, the primary production and processing of lettuce comprises a succession of different unit 
operations (Figure 1.5). In Belgium, the lettuce production chain start in the nurseries where the 
seedlings are produced until they are mature enough for transfer to the field. After the seedling 
production, the first step of the primary production is the preparation of the field for the planting of 
the lettuce seedlings. The preparation consist of fertilization with either an inorganic or organic 
fertilizer as manure is an excellent source of crop nutrients and will improve soil structure through 
provision of organic matter (Masse et al., 2011). For the production of vegetables, animal manure is 
commonly used as fertilizer in organic agriculture (Johannessen et al., 2005). In the US, large 
amounts of animal manure are applied to agricultural land. An estimated 1.36 billion tons of manure 
are produced annually of which approximately 90% is generated by cattle (Islam et al., 2005). 
According UK guidelines, if fresh solid manure or slurry is applied to the field, harvest cannot take 
place within 12 months. A waiting time of at least 6 months is advised before drilling or planting. If 









(Food Safety Agency UK, 2009). After applying manure, the land is tilled with a cultivator to prepare 
the field for planting. In most cases, in the next few days, the lettuce seedlings are planted manual or 
mechanized in the prepared soil. 
During the production process of leafy greens, depending on the weather conditions, the lettuce 
crop cycle takes between 4 and 15 weeks. Water plays an essential role. It is very important from the 
start of the production process as a medium to apply pesticides and irrigation water for the growth 
of the crops. During the growing period, irrigation is frequently applied depending upon the 
temperature and amount of precipitation. However, greenhouses rely completely on irrigation as the 
fields are enclosed by glass. When the lettuce is mature, the harvesting starts by cutting the lettuce 
crops manually.  
In the greenhouses, harvested lettuce is transported on harvest rigs to the packing area. Workers 
need to take care of the lettuce when harvesting the crops to reduce the damage to a minimum. Also 
they must cut off the outer leaves, remove as much soil as possible and they need to separate small 
heads of lettuce or lettuce with symptoms of decay (Codex Alimentarius, 2003b). After manipulation, 
lettuce is primary rinsed at harvest to remove dirt, soil and to reduce micro-organisms and maintain 
the quality and shelf life (James, 2006; Jawahar and Ringler, 2009).  
 
For the open field farmers, the lettuce is rinsed and manipulated in the field, before putting in a 
transport box. Dependent on the farmer, the lettuce is stored in a cooled area or directly 
transported. Some farmers deliver the lettuce to the auction while other farmers who have a 
contract with a processing company deliver the product directly to the processer. 
The processor buys the produce at the auction or straight from the farm. After arriving and 
refrigerated storage at the processing company, the inedible parts are manually separated from the 
edible parts and disposed outside the factory in designated areas. These initial preparation 
procedures lead to product losses of 20 to 70% of the incoming raw materials weight (Artes and 
Allende, 2005). 
After the manual operation, the lettuce is cut and washed through a succession of two or three wash 
baths (FSAI, 2001). The purpose of the washing step is pre-cooling, removing dirt, pesticide residues 
and cell exudates that may support microbial growth, and reduce the bacterial load (spoilage 
bacteria and pathogens) of the produce (Gil et al., 2009). After washing the lettuce is dried and 
transported by means of conveyer belts to the packaging unit. At last, the fresh-cut lettuce is packed 
to increase shelf-life (Ragaert et al., 2007) and stored under refrigeration conditions before leaving 









   
   
   
   
   
   
   
   
   
   
   
   



































1.4 Routes of contamination 
Vegetables can become contaminated at any point in the production chain by physical, chemical and 
biological hazards (Beuchat and Ryu, 1997; Franz and van Bruggen, 2008b; UN, 2007). The 
contamination occurs during growth, harvesting, processing, distribution and final preparation 
(Beuchat, 1996, 2006; Steele and Odumeru, 2004) (Figure 1.6). 
1.4.1 Primary Production 
1.4.1.1 Seeds and seedlings 
The study of Van der Linden et al. (2013) showed the possibilities for long-term survival of enteric 
pathogens on seeds and the ability of pathogens to resuscitate and proliferate on the seedlings. As 
such seeds or seedlings should be considered as contamination sources for the cultivation of leafy 
vegetables as pathogens are able to survive on lettuce in the field from inoculation on the seedling 
up to harvest (Islam, et al., 2004a; Islam, et al., 2004b). Contaminated seeds have been identified as 
the main source for outbreaks related to the consumption of sprouts and sprouted seeds such as the 
EHEC-outbreak in Japan in 1996 (Watanabe et al., 1999) and the outbreak in Germany and France in 
2011 where E. coli O104:H4 was attributed to contaminated fenugreek seeds (Scharlach et al., 2013; 
Soon et al., 2013). 
1.4.1.2 Manure and Soil 
Properly handled and treated manure is an effective and safe fertilizer but untreated or improperly 
treated manure may become a source of pathogens that may contaminate not only soil and fresh 
products but also surface, ground water and drinking water supplies (Venglovsky et al., 2009). 
Untreated or improperly treated manure may harbour pathogenic bacteria such as Salmonella spp., 
E. coli O157:H7, Campylobacter jejuni, Yersinia enterocolitica and Clostridium perfringens. 
(Johannessen et al., 2005; Venglovsky et al., 2009). Especially crops that grow close to the soil, like 
lettuce, have a higher probability to get contaminated than crops that grow a few centimetres above 
the soil (Doyle and Erickson, 2008). In case the manure is applied in spring at the beginning of 
cultivation season, the natural destruction of pathogen micro-organisms will still continue in 
agricultural land and the numbers of pathogens may be below infective doses and the risks can be 
low (Heinonen-Tanski et al., 2006). In order to become a public health threat the pathogens must be 









2003). Avoiding direct contact of manure with the produce close to harvest decreases the risk of 
contamination of produce (Coetzer, 2006; Doyle and Erickson, 2008).  
 
However, some reports have shown that pathogens may be transmitted from manure amended soil 
to the plants and that the bacteria may be internalized. Internalization of Salmonella spp. or E. coli 
O157:H7 into the edible parts of plants has been observed for lettuce (Franz et al., 2007; Klerks et al., 
2007; Lapidot and Yaron, 2009; Solomon, Yaron, et al., 2002; Wachtel and Charkowski, 2002). Those 
cells cannot be removed by post-harvest or consumer sanitation actions, thereby posing a serious 
public health threat. However, it also has been indicated that such transmission does not take place 
(Johannessen, 2005). So further research is necessary to gain insight into the mechanism as results at 
the moment are quite discussable. 
 
The level of enteric pathogens in manure is mainly a function of the health status of animals and 
subsequent handling/treatment (Cray et al., 1998; Gagliardi and Karns, 2000). All the permitted 
fertilizers are accompanied by a document provided by the supplier. The ground intended for the 
cultivation of vegetables or fruits that are in direct contact with the soil and normally consumed raw, 
cannot be fertilized with purification sludge over a period of 10 months before harvest, or during the 
harvest itself (IKKB, 2010). So precautions aimed at preventing the spread of livestock-associated 
pathogens on farm may be helpful in limiting the spread of livestock-associated pathogens further 
along the food chain (Nicholson et al., 2005). 
On the end products of manure many different rules apply at European, federal and regional level. At 
European level there is the regulation (EG) 1774/2002 (Anonymous, 2002c). At federal level ‘het 
koninklijk besluit van 28 January 2013 is effective, on marketing of fertilizers, soil improvers and 
growing substrate (Anonymous, 2013a). 
According to the regulation (EG) 1774/2002, the end products have to undergo heat treatment for 1 
hour at 70°C and they must have been subjected to reduction in spore-forming bacteria and toxic 
formation. They must be free of Salmonella spp. (no Salmonella spp. in 25 g treated product) and 
contain less than 3 log CFU per gram of treated products Enterobacteriaceae. The end products must 
be stored in well-sealed and insulated silos or in properly sealed packs.  
According to the self-checking guide, fertilizers, soil amendments of natural origin of the own farm 
and allowed fertilizers may be used. Also the ground intended for the cultivation of vegetables or 
fruits that are in direct contact with the soil and normally consumed raw, cannot be fertilized with 






















Many foodborne illnesses originate from poor water quality used in the food production and post-
harvesting processing. Fecal contaminated irrigation water is indicated as either a possible source, or 
as the likely source that may lead to contamination of fresh, ready-to-eat fruits and vegetables with 
pathogens (Castillo et al., 2004; Ensink et al., 2007; Leifert et al., 2008; Okafo et al., 2003; Thurston-
Enriquez et al., 2005). Water used for irrigation can transfer human pathogens to the edible parts of 
the plants (Amoah et al., 2006; Erickson et al., 2010; Lapidot and Yaron, 2009; Melloul et al., 2001; 
Solomon et al., 2003; Song et al., 2006). In Morocco, same serotypes of Salmonella in the water were 
isolated from the lettuce after irrigation (Melloul et al., 2001). Salmonella spp. and Vibrio spp. were 
detected on lettuce when the irrigation water was contaminated (Okafo et al., 2003). Campylobacter 
spp. was isolated from watercress and harvested from contaminated irrigation water (Edmonds and 
Hawke, 2004), while Prazak et al. (2002) found 8% (4/50) cabbages positive for L. monocytogenes 
after final irrigation in the field. The irrigation pond water was responsible for a multistate 
Salmonella spp. Newport outbreak in the US in 2005, associated with eating tomatoes (Greene et al., 
2008). Contamination of iceberg lettuce in a large outbreak caused by E. coli O157 in Sweden was 
probably caused by river water containing vt2 genes used for irrigation. However, the strain was only 
isolated from cattle upstream (Soderstrom et al., 2008). The agricultural water was the source of 
contamination in a nationwide outbreak of Salmonella Saint Paul in the US in 2008 on peppers 
(Behravesh et al., 2011).  
The risk of introducing enteric pathogens through irrigation water can be reduced to two important 
points, the source/type of irrigation water and the irrigation method (Brackett, 1999; Leifert et al., 
2008; Steele and Odumeru, 2004). There are different sources of irrigation water such as municipal 
water, surface water (open canals, impounded water such as ponds, reservoirs and lakes), collected 
rainfall water or groundwater with different contamination levels (James, 2006). Wastewater was 
not taken up as it is not used in Belgium. However, treated wastewater is included in the surface 
water. The advantages and disadvantages are summarized in table 1.4. Naturally, municipal water is 
the best available water quality, followed by groundwater, rainwater and surface water. However, 
the cost of municipal water is too high for irrigation and farmers rely either on groundwater or 
collected rainwater or surface water or a combination there-off. Wastewater is not mentioned as it is 
forbidden in Belgium. 
As a consequence of the appropriate quality and low cost of groundwater, the water was increasingly 
exploited. The quality and sustainability of the natural groundwater reservoirs is currently 
threatened in some parts of Europe by over-abstraction. This results in the degradation of spring fed 









1999; Reid et al., 2003). In Belgium, the farmers had to look for alternatives for groundwater because 
the Sokkel (Belgian groundwater level) is highly under pressure as there were annual decreases in the 
water level (D’hooghe et al., 2007). Conform the European Water Framework Directive, which 
mentions that the abstraction of groundwater has to be in accordance with the capacity of the water 
system, the Sokkel abstraction of groundwater in Belgium needs to be reduced by 75 % with respect 
to 2000 (VMM, 2007). However, almost 44 % of the measured groundwater levels showed a 
decrease and only 20 % an increase (VMM, 2012). In Belgium in 2013, the first 499 m³ are free of 
charge, between 500 and 30 000 m³, one m³ cost around 0.08 € (VMM, 2013). The most popular 
alternative in primary production is rainwater collected in an open reservoir. However, the quality is 
lower compared to groundwater and the risk for cross-contamination of the produce increases as 
rainwater is more prone to contamination compared to groundwater. Furthermore, the quality of 
the collectors and reservoirs can also influence the contamination of the rainwater (Helmreich et al., 
2009; Schets et al., 2010). 
There are three distinct methods of irrigation: sprinkler systems, gravity-flow (furrow) systems, and 
micro-irrigation systems. Micro-irrigation includes surface drip and subsurface irrigation methods 
(Gerba and Choi, 2006). The difference between the different methods and the advantages and 
disadvantages associated with the different methods are summarized in table 1.5. The transfer of 
pathogens depends on the irrigation method and on the nature of the produce (SCF, 2002). There is a 
general agreement that subsurface irrigation lowers the risk of transfer to growing plants compared 
to furrow and sprinkler irrigation by minimizing the exposure of the irrigated water to people or 
agricultural produce (Enriquez et al., 2003; Hamilton et al., 2006; Oron et al., 1992; Song et al., 2006).  
Drip and spray irrigation on lettuce with suspensions of E. coli O157 led to a lower contamination for 
drip irrigation than for spray (Jawahar and Ringler, 2009; Markland et al., 2012; Mena, 2006; Song et 
al., 2006). E. coli could be detected by spray irrigation up to 27 days after irrigation (Erickson et al., 
2010). Spray irrigation with water containing 2.5 log CFU Salmonella spp./l was sufficient for 
contamination and persistence of the pathogen in the plants for at least 48 h (Kisluk and Yaron, 
2012). Spray irrigation is best applied in the early stages of plant growth because the interval 
between planting and harvesting is long enough as increasing the interval from the time of 
contamination to the point of harvest significantly decreased the likelihood that the pathogen is 
present in the harvested product (Fonseca et al., 2011; Moyne et al., 2011). Contamination by 
irrigation water is most vulnerable just before harvest (Jawahar & Ringler, 2009). Risk associated with 
spray irrigation may increase if the irrigation event occurs immediately after a high wind lapse 
(Barker-Reid et al., 2009). The ultimate type of irrigation method chosen by a grower depends on 
several issues, including water quantity and cost, depth of water table, soil type and slope, and crop 









Table 1.4: Comparison between the different water sources used for irrigation or in the processing 
 Municipal Water Groundwater Collected Rainfall water Surface water 
Definition (based on 
(Codex Alimentarius, 
2003b; Jacxsens, 2010a) 
Water of potable 
quality offered by 
water companies 
Water, seeped through from 
the surface and present in 
porous rocks below the 
surface, shallow wells or 
deep aquifers 
Collected water from precipitation (rain, 
snow, …) 







First 499 m³ are free of 
charge, between 500 and 30 
000 m³, one m³ cost around 
0.08 € (VMM, 2013) 
Free Charging depending on the surface water if > 500 m³/year 
Contamination (Leifert et 
al., 2008) 
Lowest Low Moderate (initial quality is good) High 
Contamination sources Pipelines, biofilm Failing of septic systems, 
leaking sewer lines and from 
land discharge by passage 
through soils and fissures or 
interaction with surface 
water (Fong et al., 2007; 
Hunt et al., 2005; Lucena et 
al., 2006; Steele and 
Odumeru, 2004) 
Dust, organic matter, leaves, bird and 
animal excreta on the catchment areas 
(Evans et al., 2006; Sazakli et al., 2007) 
Treated wastewater, discharge of raw sewage, municipal 
wastewater, storm-water runoff, runoff from urban and 
agricultural areas. Animals like birds, farm animals, and even 
humans are both indirect and direct contributors to the 
contamination (Geldreich, 2006; Savichtcheva and Okabe, 
2006; Sliva and Dudley Williams, 2001) 
Weather impact / Heavy rainfall may lead to 
changes in the direction of 
water flow systems and flow 
through channels that would 
not normally occur which 
could lead to contamination 
(Hunter, 2003) 
Microbial profile found in rainwater 
systems was dependent on local 
environmental conditions and wind 
speeds/directions (Evans et al., 2006). 
Rainfall after longer dry periods results in 
an increased presence of bacteria in the 
reservoirs (Schets et al., 2010; Schets et 
al., 2007; Yaziz et al., 1989). The first flush 
of rainwater carries most contaminants 
into storages (Yaziz et al., 1989) 
 
Storms, tides, or strong winds cause sediment resuspension, 
bacteria will also resuspend, resulting high bacteria levels in 
the water column (Ahn et al., 2005; Bai and Lung, 2005; 
Parker et al., 2010; Stumpf et al., 2010). An additional 
increase in the numbers of organisms in the surface water is 
obtained due to heavy rainfall or storm flow through sewage 
overflow and surface runoff (Ahn et al., 2005; Astrom et al., 




Unknown 52 % 42 % (on-farm surface water) 








Table 1.5: Comparison of the (dis)advantages of the different irrigation methods 
 Surface/furrow Irrigation Sprinkler Irrigation Drop Irrigation 
Definition (Eurostat, 2003) Leading of water along the ground, 
either by flooding the whole area or 
leading the water along small furrows 
between the crop rows, using gravity 
as a force 
Irrigating the plants by propelling 
water under high pressure as rain over 
the parcels 
Irrigating the plants by placing water low 
by the plants drop by drop or with micro-
sprinklers or by forming fog-like 
conditions 
Advantages (Ghassemi et al., 
1995; Verbeten, 1998) 
Low capital costs Suited for a wide range of slopes, soils 
and crops  
Avoidance of uneven penetration of 
water and its subsequent waste 
 
Increased uniformity, soil structure is 
preserved, water is saved because of 
reduced evaporation and a 
Correct control of water quantities and 
nutrients reaching plants is possible 
Disadvantages (Ghassemi et al., 
1995; Verbeten, 1998) 
Uneven penetration of the water 
Water application onto the field may 
be uncontrolled 
Not suited for all slopes and soils 
High initial cost of equipment 
The higher operation costs compared 
with surface irrigation 
The need of a pumping plant and the 
requirement of energy 
High capital costs 
Obstruction of small drippers because of 
water impurities 
Creation of an area of permanently 
saturated or near-saturated soil favoring 
the development of plant or animal pests 
 
Used percentage in Belgium 
(Eurostat, 2003) 
9 % 81 % 14 % 
Labor requirements (Verbeten, 
1998) 
Man hour by irrigation/ha 







1.4.1.4 Indirect and direct contamination by animals 
Risks posed by livestock and wild animals are dependent upon prevalence, incidence, and amount of 
pathogen carriage in the animal hosts and degree of interaction between the animals and growing 
environment (Alam and Zurek, 2006; Jay et al., 2007; Khaitsa et al., 2006; Oporto et al., 2008). Birds 
are particularly problematic because they have the ability to transmit pathogens over substantial 
distances and are difficult to control (Lewis Ivey et al., 2012; Tsiodras et al., 2008).  
Cattle are known to be the main reservoir host for E. coli O157 (Armstrong et al., 1996; Fremaux et 
al., 2008; Hancock et al., 2001; Karmali et al., 2010). Non-O157 VTEC strains with the potential to 
cause disease in humans, such as O26, O103, O111, and O145, have also been isolated from cattle 
(Jenkins et al., 2003; Murphy et al., 2007; Pearce et al., 2006). Contamination of vegetables may 
occur when the pathogen can enter the environment through direct deposition of feces to land, 
when improperly composted manure has been applied or through overland runoff of fecal material 
(Beuchat, 1998; Thurston-Enriquez et al., 2005). E. coli O157 has also been reported in non-bovine 
species such as other ungulates (deer, sheep, and goats) and numerous other domestic and wild 
animals, including horses, pigs, birds, chickens, turkeys, dogs, and rats (Chapman et al., 1997; Doane 
et al., 2007; Heuvelink et al., 1999; Nielsen et al., 2004). For example, flies are capable of transmitting 
3 log CFU E. coli per landing (De Jesus et al., 2004).  
Birds and mammals are reservoirs of Salmonella spp., and several surveys have reported the 
presence of various Salmonella serotypes (Geue and Löschner, 2002; Magistrali et al., 2008; Pfleger 
et al., 2003; Prendergast et al., 2009; Tizard, 2004). Campylobacter spp. have been detected nearly 
everywhere from farm and urban environments to slaughter plants, as well as isolated from humans, 
wild birds and mammals and farm production animals (Colles et al., 2003; Corry and Atabay, 2001; 
Ellis-Iversen et al., 2009; Horrocks et al., 2009; Kwan et al., 2008; Stanley and Jones, 2003; Verhoeff-
Bakkenes et al., 2011; Waldenstrom et al., 2002). 
Another risk is the presence of antimicrobial resistant bacteria. It is known that most animals contain 
a wide range of antibiotic resistant bacteria (Butaye, 2013; Casteleyn et al., 2006, Persoons et al., 
2010). Presence of animals on the field or nearby the field can introduce antimicrobial resistant 
bacteria on the produce through runoff, direct contamination, etc. 
1.4.1.5 Selection of the land 
The land history is important as pathogenic bacteria (Salmonella spp., VTEC and Campylobacter spp.) 
have the ability to survive for extended periods of time in manure and fertilized soil (Forshell and 









Johannessen et al., 2005; Venglovsky et al., 2006). The topology and location of the land is crucial as 
growing sites that are located downstream from heavily industrialized or populated areas are more 
prone to potential contamination. Therefore, run-off water from potentially contaminated sites must 
be a major consideration when examining the risks of growing leafy vegetables in these areas 
(Brackett, 1999). Furthermore, if vegetables are grown next to an animal-rearing operation, there is a 
potential for the product to become contaminated by animals. These animals may physically enter 
fields or runoff from the animal operation may contaminate the crops or the field (James, 2006). 
Water runoff has been identified as a potential threat to human health due to the high levels of 
biological contaminants that have been directly linked to disease outbreaks (Curriero et al., 2001; 
Gaffield et al., 2003) and dramatic negative impacts on water quality (Ahn et al., 2005).  
1.4.1.6 Harvest and postharvest 
Harvest of field crops marks the beginning of a chain of operations that disrupt the physiological 
state of the product (Doyle and Erickson, 2008). These operations include mechanical injury induced 
by cutting. Through the disruption of the physiological state, cut surfaces produce large amounts of 
nutrients that can be used by the micro-organisms inducing localized microbiological proliferation 
(Babic et al., 1996; Doyle and Erickson, 2008; Ragaert et al., 2007; SCF, 2002). During harvesting, 
lettuce can become contaminated with pathogens through faecal material, human handling, 
equipment, transport containers, wild and domestic animals, air, transport vehicles or water (SCF, 
2002). 
There may be direct hand contact to trim, sort, tie, transfer or pack product. People in the harvest 
area in contact with produce, equipment or the environment may be a source of contamination as 
poor hygiene practices of food handlers have been indicated or considered as a route of 
contamination in investigations of foodborne outbreaks associated with leafy vegetables (De Roever, 
1998; Harris et al., 2003; SCF, 2002). Personal hygiene is critical in preventing contamination of 
produce (Harris et al., 2003; James, 2006). The hygienic problem is created by the lack of suitable 
sanitary hand-washing facilities in the production area (SCF et al., 2002). Contamination is induced by 
several reasons such as bad water quality, no education, poor toilet facilities or poor hygiene 
facilities (Dentinger et al., 2001; Hilborn et al., 1999; Katz et al., 2002; Naimi et al., 2003). Highly 
potential objects for contamination by pathogens are hand contact surfaces, e.g. toilet area 
handholds and room door knobs (Lehto et al., 2001). Fingers contaminated by an environmental 
surface can transfer viruses to work surfaces (Barker et al., 2004).  
Wachtel et al. (2003) showed that lettuce leaves could be easily contaminated via contaminated 









hepatitis A was implicated by an infected food handler shredding lettuce by hand (Harris et al., 2003). 
Other outbreaks through infected workers included EHEC on parsley (Naimi et al., 2003), Salmonella 
spp. on Mamey (Katz et al., 2002), Hepatitis A on green Onions (Dentinger et al., 2001) and E. coli 
O157 on lettuce (Hilborn et al., 1999).  
To reduce the risk of microbiological hazards associated with fruits and vegetable, sanitary habits of 
workers (particularly the cleanliness of their hands), potable water, clean containers and equipment 
are all important (Suslow et al., 2003).  
Water is an important tool in the post-harvest as lettuce is primary rinsed at harvest to remove dirt 
and soil, to reduce micro-organisms and to maintain the quality and shelf life. Normally, water is a 
useful medium for reducing potential contamination. However, washing water of inadequate quality 
has the potential to be a direct source of contamination and a vehicle for spreading contamination 
(see 1.4.2.2) (Allende et al., 2008; Gerba, 2009; Gil et al., 2009; Luo, 2007; SCF, 2002; Wachtel and 
Charkowski, 2002).  
1.4.1.7 Storage and transportation 
Harvested produce must be cooled as quickly as possible to minimize the growth of pathogens and 
also to maintain good quality and ensure a longer shelf life. Temperatures must be maintained at 
levels suitable for the specific produce being cooled (Coetzer, 2006). Enteric pathogens can survive 
and even grow on the plant surface, depending on temperature, water availability, level of tissue 
damage, available nutrients, and the nature of the plants native microflora (Abdul-Raouf et al., 1993; 
Aruscavage et al., 2006; Brandi et al., 2006; Delaquis et al., 2007). Temperature is the most important 
tool to maintain postharvest quality (Suslow et al, 2003). It is important for maintaining the quality 
and to inhibit or slow down the proliferation of the micro-organisms (Abdul-Raouf et al., 1993). This 
is important for low-infectious pathogens such as Listeria monocytogenes which must grow in food to 
high numbers to cause disease, but this may not eliminate the risk for highly infectious bacterial 
pathogens which can cause diseases in low numbers. . Disruption of the cold chain can cause a 
substantial increase in microbial load (Rediers et al., 2009; Thomas and O'Beirne, 2000). An increase 
of 0.7 log CFU/g of Salmonella spp. in one day was observed for cilantro leaves at room temperature 
(Brandl and Mandrell, 2002). On lettuce, E. coli O157 populations increased by more than 2 log at 
30 °C within 8 h (McEvoy et al., 2009) and the mesophilic count increased more than 4 log within 3 
days at room temperature (Abdul-Raouf et al., 1993). At 5°C a shelf-life of 14 days can be expected. 
Microbial quality was retained 1.6 and 4 times longer at 0°C with respect to 8 and 15°C, respectively 
(del Moreira et al., 2006). Too low storage could lead to cold damage on vegetables, therefore 







temperatures may contribute to the survival and subsequent transmission of viruses to the human 
host (Seymour & Appleton, 2001).  
After harvest and storage, the fresh vegetables are transported. Vehicles and containers used to 
transport fresh produce could also be sources of potential contamination. They need to be clean and 
free of odors, dirt, and debris before loading. The produce containers and vehicles should also be 
cleaned routinely as part of Good Hygienic Practices (GHPs) to prevent contamination between loads. 
The temperature of transport would also determine the potential for growth of pathogens. Thus, the 
same low temperature as for storage must be used for transportation of the produce items.  
 
1.4.2  Processing 
In general, processing of fresh produce comprises a succession of different unit operations such as 
trimming, peeling, cutting, washing, centrifuging and packaging where contamination can occur 
(Delaquis et al., 2004; Gil and Selma, 2006; Zhang et al., 2006) (Figure 1.7). 
1.4.2.1 Cutting, shredding and size reduction 
Time–temperature conditions at the producer are a prerequisite in a HACCP system and must be 
monitored. Therefore, the recommended air temperature during sorting, grading and preparation is 
lower than 12°C, while during washing, cutting and packaging, it is recommended to keep 
temperature maintained between 4 and 6°C (Jacxsens et al., 2002b). 
The essential first stage in reducing the overall contamination on the vegetable crops used as raw 
materials for further processing is the removal of the inedible parts (e.g. outer or damaged leaves) 
(Artes and Allende, 2005). These parts have microbial counts of approximately 1 log higher than the 
edible inner leaf layers (Adams et al., 1989).  
Cutting is generally the next stage. Shredding induces mechanical injury in the tissue and causes 
physiological disorders due to the disruption of the plant tissues, breaking protective epidermal 
layers and releasing nutrient-rich vascular and cellular fluids (Artes and Allende, 2005; Martinez et 
al., 2008; Soliva-Fortuny and Martin-Belloso, 2003). The main physiological manifestations that 
appear because of wounding include increased respiration and ethylene production, membrane 
degradation leading to cellular disruption, decompartmentalization of enzymes and substrates, and 
accumulation of secondary metabolites (Kang and Saltveit, 2002; Ragaert et al., 2007; Saltveit, 1999; 



















Through the disruption of the physiological state, cut surfaces produces large amounts of nutrients 
that can be used by the micro-organisms inducing localized microbiological proliferation (Babic et al., 
1996; Doyle and Erickson, 2008; Ragaert et al., 2007). Organoleptic decay of vegetables is often the 
factor limiting the shelf-life and marketability of fresh-cut lettuce (Bolin and Huxsoll, 1991; Lopez-
Galvez et al., 1996). 
Methods of preparation of fresh-cut lettuce which minimize cutting damage are highly desirable. 
Tearing lettuce led to a lower respiration rate and deterioration than cutting with a sharp knife or 
shredding due to less tissue damage (Bolin and Huxsoll, 1991; Martinez et al., 2008). Usually, the use 
of sharp blades to cut the products leads to lesser injury because of a lower number of injured cells 
(Martinez et al., 2008; Watada and Qi, 1999)  
The machinery used for cutting needs to be cleaned and disinfected at regular time intervals to avoid 
accumulation of organic residues (Artes and Allende, 2005). Bacteria can form biofilms, which are 
difficult to remove even with the cleaning practices routinely used in the food industry and may 
remain and survive in the plant environment (Romanova et al., 2007). Poorly cleaned and maintained 
equipment can harbor micro-organisms, including pathogens, and provide a reservoir of 
contamination (Stafford et al., 2002). E. coli, L. monocytogenes and Salmonella spp. have been 
isolated from conveyor belts and cooler surfaces (Duffy et al., 2005; Johnston et al., 2006; Prazak et 
al., 2002). Contaminated shredding equipment was identified as the source of contamination in an 
outbreak of salmonellosis attributed to shredded lettuce produced in a commercial setting (Stafford 
et al., 2002).  
1.4.2.2 Washing 
Three parameters have to be controlled when washing fresh-cut vegetables: volume of water used (5 
to 10 l/kg of product) (product/water ratio), temperature of water to cool the product, and, if used, 
the concentration of the sanitizer (Yildiz, 1994). The current control measures rely on washing and 
cooling below 4 °C to restrict the microbial load and growth (Bhagwat, 2006; Lehto et al., 2001; Luo, 
2007). Water temperature has been recommended to be as cold as possible for the product noting 
that the temperature will increase because of the contact with the produce (Gil and Selma, 2006). 
However, if the water temperature is much lower than the produce temperature, the internal gas 
contracts, thereby creating a partial vacuum and water will enter the tissue through pores, channels, 
or punctures (Bartz, 1999; Sapers, 2003).  
Washing can be seen as an intervention step in the processing of fresh produce. The washing 









attempts of disinfection by dipping in agitated, chilled potable water in a washing tank containing an 
antimicrobial washing solution (Artes and Allende, 2005). 
According Beuchat(1998) one to two log reductions in the microbial load can be achieved when tap 
water is applied in the washing bath, but no guarantee can be given in relation to the elimination of 
pathogens. However, other studies showed that washing in tap water resulted in reduction lower 
than 1 log (Baert et al., 2009b; Rodgers et al., 2004). The quality of the wash water is very important 
as washing in water of unsatisfactory quality (due to buildup of microbiology during the washing 
process during prolonged reuse of the water) can lead to cross-contamination and an increase in 
microbial load of the fresh produce (Allende et al., 2008; Luo, 2007).  
When using a disinfection agent in the processing water, the produce has to be rinsed with potable 
water (CFA, 2010; Anonymous, 2009; Keskinen et al., 2009). After being spinned dry, the product 
should be hygienically and quickly conveyed to the packaging area (Artes and Allende, 2005; Hery et 
al., 1998).  
The fresh-cut processing industry is facing multiple challenges related to their water use such as 
increasing costs, volume restrictions for pumping up groundwater, costs and limitations of water 
volumes to be subjected to wastewater treatment (Casani et al., 2005; Hancock, 1999; Olmez and 
Kretzschmar, 2009).  
 
1.4.2.3 Packaging 
Fresh produce is more susceptible to disease organisms because of the increase in respiration rate 
after harvesting. So, the shelf-life under ambient conditions is very limited. The respiration of fresh 
vegetables can be reduced by preservation techniques (Ragaert et al., 2007; Sandhya, 2010). 
Packaging of leafy vegetables maintains a high humidity, which is an important factor for survival and 
growth of pathogens (Brandl and Mandrell, 2002; Dreux et al., 2007). Reports showed a decline of 
pathogens for low humidity and growth for saturated humidity (Brandl and Mandrell, 2002; Dreux et 
al., 2008). Lettuce leaves at the bottom (in condense water) showed higher total counts than lettuce 
on top of the bag emphasizing the importance of centrifuging (Valentin-Bon et al., 2008). Modified 
atmosphere packaging (MAP) technology is largely used for minimally processed fruits and 
vegetables including fresh, ‘‘ready-to-use’’ vegetables.  
The potential of MAP to extend shelf-life for many foods has been well documented (Abadias et al., 
2012; Brecht et al., 2003; Jacxsens et al., 2001; Phillips, 1996). O2, CO2, and N2, are most often used in 
MAP (Abadias et al., 2012; Jacxsens et al., 2001; Rico et al., 2007). Leafy vegetables and herbs have a 









depleted O2 and/or enriched CO2 levels can reduce respiration, delay ripening, decrease ethylene 
production, retard textural softening, slow down compositional changes associated with ripening, 
thereby resulting an extension in shelf life (Das et al., 2006; Rico et al., 2007). The recommended 
percentage of O2 in a modified atmosphere for fruits and vegetables for both safety and quality 
ranges between 1 and 5% (Lee et al., 1995; Sandhya, 2010) with levels of CO2 between 3 and 10 % 
(Jacxsens et al., 1999, Jacxsens et al., 2001). However, pathogens such as Clostridium perfringens, C. 
botulinum and L. monocytogenes are minimally affected by CO2 levels below 50%, and there is 
concern that by inhibiting spoilage micro-organisms, a food product may appear edible while 
containing high numbers of pathogens that may have multiplied due to a lack of indigenous 
competition (Farber 1991; Zagory 1995; Phillips 1996). 
1.4.2.4  Storage and Distribution 
Storage temperature is an important factor to maintain the microbial and visual quality of minimally 
processed vegetables (del Aguila et al., 2006; Jacxsens et al., 2002b; Oliveira et al., 2010; Suslow et 
al., 2003) (see 1.4.1.7). Effective cold chain management is crucial for the preservation of the quality 
and food safety of fresh-cut produce. Strict temperature control throughout the supply chain can 
minimize the risk of foodborne illnesses because cold storage drastically reduces the growth rate of 
most human pathogens (Ukuku and Sapers, 2007). According the self-checking guide G-14 for the 
fresh produce industry, the temperature for produce labeled “cold storage” must be kept at 7°C at 
maximum with a tolerance up to 10°C in the warmest spot (Anonymous, 1980). In the French 
legislation, ‘le legumes de la 4e gamme’ minimally processed vegetables must be stored at maximum 
4°C (Anonymous, 1988b). 
It has been shown that foodborne illnesses associated with produce are often caused by temperature 
abuse in the cold chain, for instance by incorrect refrigeration (Brackett, 1999; Bryan, 1988). 
Improper temperature management during storage in factories, distribution and display in retail 
shops is important for quality as elevated temperature allows the spoilage bacteria in fresh products 
to multiply quickly (Kaneko et al., 1999). The susceptibility of vegetable processing and storage 
procedures to microbial contamination and temperature abuse is well recognized (Francis et al., 
1999).  
 
1.5 Survival of pathogens on lettuce, water and soil 
The survival of pathogens is important as it can impact the likelihood of an outbreak (Fonseca et al., 









(Gonzalez and Hanninen, 2012; Rhodes and Kator, 1988). However, increasing nutrients and high 
organic load will increase the survival. The viable counts of Campylobacter spp. decreased below 
detection limit within 5 days at 25°C and within a maximum of 70 days at 4°C (Gonzalez and 
Hanninen, 2012). Thomas et al. (2002) found 18 times higher decay rates for Campylobacter spp. at 
20°C. The survival of E. coli O157 in surface water strongly decreases with increasing temperatures, it 
survives 8 weeks at 25°C compared to 13 weeks at 8°C (Wang and Doyle, 1998). Salmonella spp. 
survives 24 weeks in freshwater microcosms at ambient temperature (30°C) compared to 58 weeks 
at temperatures of 5°C (Sugumar and Mariappan, 2003).  
After irrigation, the ability of enteric bacteria to survive in the hostile environments on the 
phyllosphere is questionable. Stress conditions on plant surfaces can restrict their survival (Brandl, 
2006; Warriner and Namvar, 2010). Enteropathogens can adapt to the phyllosphere environment but 
may fail to compete with indigenous epiphytes (Brandl and Mandrell, 2002; Cooley et al., 2006; 
Janisiewicz et al., 1999). Between 30 and 80 % of total bacterial populations on a leaf surface are 
located in biofilms with increased survival rate (Morris and Monier, 2003). Even if human pathogens 
cannot produce homogeneous biofilms, they may become part of heterogeneous biofilms produced 
by nonpathogenic bacteria, making them much more recalcitrant to stress conditions (Fett, 2000). 
However, E. coli O157:H7 may not preferentially colonize biofilms produced by natural microflora on 
lettuce leaves (Seo and Frank, 1999).  
A number of key factors are likely to influence bacterial death on the phylloplane, the most 
important being low humidity, high temperatures, exposure to UV, and wind-mediated drying of the 
leaf surface (Gras et al., 1994; Hutchison et al., 2008; Moyne et al., 2011; Oliveira et al., 2012). The 
survival and growth of certain enteric pathogens on plants depend on the relative humidity. Low 
relative humidity (RH) has been proposed as one of the main factors limiting survival of bacteria on 
plant surfaces (Medina et al., 2012; Oliveira et al., 2012). For instance, Salmonella spp. populations 
decline rapidly under low RH on cilantro, whereas they are able to grow under humid conditions on 
cilantro leaves (Brandl and Mandrell, 2002). Phylloplane bacteria are also efficient in UV-induced 
DNA damage repair (Heaton and Jones, 2008). Enteropathogens encounter osmotic stress when 
passing through the host gut which may induce cross-resistance to stresses encountered on the leaf 
(Brandl, 2006). Protection from environmental stresses may by facilitated by movement into the 
internal tissue of the plant. Enteropathogens in irrigation water can be taken up by the root system 
or via wounds or other structures such as stomata and enter the edible portion of the crop 
(Janisiewicz et al., 1999; Seo and Frank, 1999; Solomon, Yaron, et al., 2002; Zhang et al., 2009). 
However, despite a lower survival of pathogens in the field in the warmer season, chances are higher 









Soil is considered as a comparatively less hostile environment compared to the phyllosphere (Kisluk 
and Yaron, 2012). Several properties of soil are influencing the survival of pathogenic bacteria 
including soil composition, pH, water activity, and microbial interactions. Under field conditions, 
other variables such as solar radiation, temperature and dryness, may also affect the survival of 
human pathogens (Oliveira et al., 2012).  
The survival of pathogens in soil and manure generally increases with low UV irradiance (Hutchison 
et al., 2008) and decreases with increasing temperature (Kudva et al., 1998; Mukherjee et al., 2006; 
Oliveira et al., 2012). Higher temperatures may contribute to greater stress and energy expenditure 
for the pathogenic bacteria than lower temperatures (Oliveira et al., 2012). Higher temperature 
increases the competition as the present microflora shows higher activity (Semenov et al., 2007). 
 
Clearly, the higher amount of moisture in furrow irrigated soils compared to sprinkle- and drip-
irrigated soils produces a more suitable environment for survival. Also, furrow irrigation, in contrast 
to sprinkler and drip irrigation, is likely to produce anaerobic conditions in the soil within the bottom 
of the furrow and this reduces the activity of the aerobic microbial community within the soil 
(Fonseca et al., 2011). Increased precipitation intensity together with increased temperature lead to 
higher moisture content of the atmosphere of approximately 7 % for each increase of 1°C (Trenberth 
et al., 2007). Higher air and soil humidity could enhance survival of pathogens in moisturized soil and 
manure (Warriner et al., 2009). 
Several studies examined the persistence and survival of pathogens on lettuce, through the 
application of irrigation water, manure or direct inoculation of lettuce, soil and manure. 
Nevertheless, the comparison of data from individual studies is difficult due to the variability in 
experimental objectives and conditions, plant species, cultivars, maturity at inoculation, bacterial 
strains and their cultivation, overall experimental designs, and analytical methods (Delaquis et al., 
2007). A summary of individual studies carried out with leafy vegetables is displayed in table 1.6 and 
table 1.7. The table emphasizes the big differences in experimental set-up between the publications. 
Sometimes artificial high inoculation levels (5-9 log CFU/g or ml) were used to check the use of 
contaminated compost and irrigation water on the ability for cross-contamination, survival and 
internalization of human pathogens in soil or lettuce. Still, the survival of pathogens after application 
of irrigation water or manure ranged from one day up to 2 months on lettuce and more than 7 









Table 1.6: Irrigation with contaminated water (different inoculations) on leafy vegetables and the subsequent cross-contamination and survival in lettuce and soil  














Leafy green lettuce E. coli O157 8 Spray ND 27 days Erickson et al., 2010a 
Iceberg lettuce E. coli 8-9 Spray 7 day 1 day 
Fonseca et al., 2011 Iceberg lettuce E. coli 8-9 Drip 7 day < 1 day 
Iceberg lettuce E. coli 8-9 Furrow 15 days < 1 day 
Lactuca sativa L. E. coli O157:H7 5 spray 140 days 56 days Islam, Doyle, et al., 2004 
Parsley Salmonella enterica 8.5 spray ND 4 weeks Kisluk and Yaron, 2012 
Lactuca sativa L. E. coli O157:H7 4 surface ND 15 days Mootian et al., 2009 
Lettuce, parsley, tomato and pimento Untreated wastewater ND  ND 3 days Melloul et al., 2001 
Lab 
 
Lactuca sativa var. longifolia L. innocua 7 spray ND 4 weeks Oliveira et al., 2011 
Lactuca 
sativa var. Longifolia 
E. coli O157:H7 7 spray ND 4 weeks Oliveira et al., 2012 





Solomon, Potenski, et al., 2002 








Butterhead lettuce E. coli O157:H7 4 Spray ND 30 days 
Solomon et al., 2003 
Butterhead lettuce E. coli O157:H7 2 spray ND 15 days 









Table 1.7: Publications with respect to inoculation of soil and lettuce and the subsequent survival and cross-contamination 




E. coli O157:H7 
Composts: 7 
 
154 days 77 days Islam, et al., 2004 
Lactuca 
sativa L. 
E. coli O157:H7 
Soil and manure-amended soil: 1, 2, 3 
and 4 








Soil Up to 15 days 
 
Lettuce, up to 35 days 
 
 





soil: 6  ND 
all samples after 7 days 
40 % after 14 days 
20 % after 21 days 
Arthurson et al., 2011 
Romain 
lettuce 
E. coli O157:H7 
lettuce leafs 6.5 log CFU/leaf 
24h, 23°C, <50% humidity 
ND 
Reductions of 1.8 to 3.3 log CFU/leaf 
 
Theofel and Harris, 2009 
Romain 
lettuce 
E. coli O157:H7 
fresh-cut lettuce 3.5  
5 days, 5°C and 20°C, < 50% humidity 
ND 
Increase at 20°C after 24h 
decrease at 5°C after 1, 2 and 5 days 
Theofel and Harris, 2009 
Romain 
lettuce 
E. coli O157:H7 
and S. enterica 
 
Plants: 4  
3 days, 28°C, 100% relative humidity 
ND 
100 fold increase E. coli O157:H7 
155 fold increase S. enterica 
Brandl and Amundson, 2008 
Romain 
lettuce 
E. coli O157:H7 
and S. enterica 
Harvested leaves: 4  
3 days, 28°C, 100% relative humidity 
ND 
500 fold increase E. coli O157:H7 and 
740 fold increase S. enterica 
 
Brandl and Amundson, 2008 
Romain 
lettuce 
E. coli O157:H7 
Soil: 5  
20°C , 70% relative humidity 
ND 36 days Ibekwe et al., 2009 
Lactuca 
sativa L cv. 
Dublin 




Manure: approximately 7  
 
E. coli O157:H7 up to 56 days 
Salmonella Typhimurium > 56 days 
one lettuce root was positive lettuce E. 
coli O157 
Franz et al., 2005 
NA E. coli O157:H7 
inoculated manure mixed with 
unautoclaved or autoclaved soil: 6-7  






E. coli O157:H7 













In winter, a higher survival was observed compared to summer months (Fonseca et al., 2011). While 
shorter survival in the field is observed in the summer, chances are higher during this time of the 
year of introducing a pathogens because of the higher stocking rates and the direct access of 
livestock to surface water and fields, etc. (Eyles et al., 2003; Fonseca et al., 2011)  
 
1.6 Legislation and guidelines 
The most general of all food law rules determines the responsibilities of food business operators that 
only safe food is brought to the market. This statement is made by the Codex Alimentarius (in 
paragraph 2.1.2) (Codex Alimentarius, 2003b) and by the European Community in Regulation no. 
178/2002 known as the General Food Law (Anonymous, 2002a).  
The Codex Alimentarius Commission (CAC) is the international intergovernmental organization for 
food standards, guidelines, and recommended practices. An intergovernmental organization can only 
make recommendations to the governments of the individual member states. The CAC made the first 
voluntary rules in 1969 as the General Principles of Food Hygiene (Codex Alimentarius, 2003a) where 
they suggested a HACCP-based approach for the entire food production chain to enhance food 
safety. The specific CAC “Code of Hygienic Practice for Fresh Fruits and Vegetables” was published in 
2003 providing guidelines for water use, fertilization, soil, etc. (Codex Alimentarius, 2003b). To assure 
the safety and hygiene of production, Good Agricultural Practices (GAPs) and Good Manufacturing 
Practices (GMPs) are introduced by Codex Alimentarius (Codex Alimentarius, 2003b). The objective of 
GAP and GMP is controlling the different hazards for food safety (microbiological, physical, chemical) 
and must be seen as the basic requirements from primary production up to retail. Good practices 
contain a set of control activities to prevent (e.g. selection of water source for irrigation) or to 
mitigate contamination (e.g. fertilizer program) and assurance activities (e.g. sampling, 
documentation) to demonstrate if these “good practices” are functioning well. In Europe, GAP and 
GMP was enforced by legislation e.g. EU Regulation 852/2004 (Anonymous, 2004; Codex 
Alimentarius, 2003b).  
Regulation 852/2004 combines the General Food Law and more specific Hygiene Legislation. It 
provides food hygiene principles for all stages of production, processing and distribution of food to 
satisfy the relevant hygiene requirements laid down in this regulation. The primary producers are 









Figure 1.8: the integrated approach 
1.6.1 Primary production 
The Regulation (EC) No. 852/2004 states that primary producers do not have to use procedures 
based on the HACCP principles (Article 5(3) Regulation (EC) No. 852/2004) (Anonymous, 2004). They 
are subjected to a basic set of hygiene rules for primary production and the associated operations 
(Article 4(1) and Annex I Regulation (EC) No. 852/2004) if the transport, storage and handling of 
primary products take place at the place of production and does not substantially alter their nature 
(Anonymous, 2004). They have to ensure that the primary products are protected against 
contamination, in any processing that primary products will subsequently undergo. The food 
business operators have to comply with appropriate national legislative provisions related to the 
control of hazards in primary production and associated operations (2 and 3(a) II. Hygiene provisions 
Part A Annex I Regulation (EC) No. 852/2004) (Anonymous, 2004).  
Based on the Codex Alimentarius several quality assurance standards were developed for the 
primary production. GlobalGap is a private sector body that sets voluntary standards for the 
certification of production processes of agricultural (including aquaculture) products around the 








how food is produced on the farm by minimizing detrimental environmental impacts of farming 
operations, reducing the use of chemical inputs and ensuring a responsible approach to worker 
health and safety as well as animal welfare (GlobalGap, 2012) (www.globalgap.be). 
Another QA standard developed and used on a national level is Integrated Chain Quality 
Management (ICQM) in Belgium (IKKB, 2010) (www.vegaplan.be). The ICQM Standard applies to 
agricultural crop production and horticulture. It describes the entity of legal and extra-legal 
standards relating to basic quality and traceability for the production of vegetable and fruits. The 
term ‘basic quality’ encompasses food safety, technological quality and the environment. The ICQM 
Standard describes the minimum requirements for the agricultural producers and the workers to 
have access to the market. ICQM is controlled by vegaplan.be which is responsible for the ICQM 
Standard administration 
1.6.2 Processing and distribution 
The food business operators active in the stages after primary production have to apply the Food 
Hygiene legislation EC Regulation 852/2004, the principles thereof are organized in twelve chapters 
which deal with all aspects of food hygiene (Anonymous, 2004). The Food business operators shall 
put in place, implement and maintain a permanent procedure or procedures based on the HACCP 
principles. In the various EU Member States competent authorities inspect and audit the 
implementation of GMP, GHP and HACCP based procedures. Article 7 in the Regulation 852/2004 on 
the hygiene of foodstuffs offers the member states the opportunity to develop national and 
Community guides to good food hygiene practice or to apply HACCP principles (Anonymous, 2004). 
These guides to good practice for hygiene or for the application of HACCP principles is a valuable 
instrument to aid food business operators to comply with the rules developed by fresh-cut produce 
processing associations. The guides do not replace the legal obligations but can (voluntary) help to 
fulfill the obligations (Anonymous, 2004). For example in Belgium, a sector guide was developed with 
guidelines written by the sector organizations and validated and approved by the Federal Agency of 
the Safety of the Food Chain (FASFC) (Jacxsens, 2010a). This self-checking guide can be very helpful 
to implement HACCP and be the basis for a company specific Food Safety Management System.  
 
Besides the national level, international retailers made their own more stringent private standards 
and guidelines to the fresh produce sector to guarantee safe fresh produce. Third party certification 
is often a compulsory demand by retailers to their suppliers (Van Boxstael et al., 2013). In the United 
Kingdom, the British Retail Consortium (BRC) standard was developed in 1998 (British Retail 








check their suppliers of private label products, the International Food Safety standard (IFS) 
(International Food Safety Standard, 2007). Although it was British or German initiative, other 
countries, particularly Belgium and the Netherlands, also wanted to use the QA standard. Some 
retailers in the Netherlands and Belgium demand an audit report of the suppliers of their private 
label products. 
  
Commission Regulation (EC) No. 2073/2005 on microbiological criteria for foodstuffs adds details to 
the general requirements of hygiene Regulation EC No. 852/2004 such as microbiological criteria. The 
use of microbiological criteria must form an integral part of the implementation of HACCP 
procedures and other hygiene control measures. There are two types of microbiological criteria, 
process hygiene criteria that indicate an appropriate function of the process and food safety criteria 
defining the acceptability of a product or a batch of foodstuff applicable to products placed on the 
market (Anonymous, 2005 and 2013b). 
Process hygiene criteria have been set for Escherichia coli in relation to precut ready-to-eat fruits and 
vegetables. Food business operators have to ensure that the foodstuff satisfy the process hygiene 
criteria in the supply, handling and processing of raw materials and foodstuffs under their control. 
Food safety criteria have been set for Listeria monocytogenes and Salmonella spp. Failure to meet 
the food safety criteria means that the product or batch of foodstuffs shall be withdrawn or recalled 
in accordance with Article 19 of Regulation (EC) No 178/2002. 
Table 1.8: Microbiological legislation of ready-to-eat vegetables and sprouted seeds  
Micro-organisms n4 c5 M M 
E. coli
1 
5 2 2 log CFU/g 3 log CFU/g 
Salmonella
2 











Shiga toxin producing E. coli (STEC) O157, O26, O111,  
O103, O145 and O104:H (only for sprouted seeds) 
5 0 Absence in 25g 
1Legislation for E. coli: EU regulation: process hygiene criteria category 2.5.1 Precut fruit and vegetables.  
2Legislation for Salmonella spp.: EU regulation 2073/2005: Food Safety category 1.19 Precut fruit and vegetables.  
3Legislation for Listeria monocytogenes: EU regulation 2073/2005: Food Safety category 1.2 en 1.3 (= Ready-to-eat foods). Products with pH 
≤ 4.4 or aw ≤ 0.92, products with pH ≤ 5.0 and aw ≤ 0.94, products with a shelf-life of less than five days shall be automatically considered 
to belong to this category. 
4n = amount of subsamples and 
5c = amount of subsamples with values > m or between m and M 
6 = before the food has left the immediate control of the food business operator, who has produced it 









In recent years, an increasing amount of foodborne outbreaks were associated with fresh produce 
due to several factors such as complexity of the chain, increased export and import, etc. Of all 
produce, leafy greens were categorized as the highest priority in terms of fresh produce safety.  
Many factors were already identified as possible contamination sources such as irrigation or process 
water, the use of biosolids or not well composted manure for fertilization, poor worker hygiene, and 
poor equipment sanitation, etc. It is important to avoid contamination as pathogens are able to 
survive for extended periods in soil and lettuce. However, to guarantee the safety of fresh produce, 
farms or companies use Good Agricultural Practices (GAPs), Good Manufacturing Practices (GMPs) 
and Good Hygiene Practices (GHPs) that will help to control microbial, chemical and physical hazards 
in all stages of the production of fresh fruits and vegetables from primary production to packaging. 
Next to ‘good practices’, a certification system was developed for several quality assurance standards 
or guidelines such as GlobalGap, IKKB, etc. for primary production or BRC, IFS, etc. for processing. 
These (generic) guidelines or standards are designed to reassure consumers or retailers about how to 
produce and process safely on the farm/company. At present it is not clear to which extent these 
guidelines or prerequisite programs, also applied in Belgium, cover the risk factors for microbial 
contamination of leafy greens in production and processing. There is lack of baseline data on the 
current microbial situation through the production to consumption process in Belgium. The main risk 
factors are in need of an assessment to provide science based data to feed and underpin discussions 
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Chapter 2 Relationships among hygiene indicators and enteric 
pathogens in irrigation water, soil and lettuce and the impact 
of climatic conditions on contamination in the lettuce primary 
production  
2.1 Abstract 
Eight Belgian lettuce farms located in the West Flanders were sampled to establish the relationships 
between levels of indicator bacteria, detection of enteric zoonotic pathogens and the temperature 
and precipitation during primary production. Pathogenic bacteria (PCR EHEC positives, Salmonella 
spp. or Campylobacter spp.) and indicator bacteria (total psychrotrophic aerobic plate count (TPAC), 
total coliforms, E. coli, enterococci) were determined over a period of one and a half year from 
seedling leaves, peat-soil of the seedling, lettuce crops, field soil and irrigation water. No Salmonella 
spp. isolates nor PCR EHEC signals were detected from lettuce although one out of 92 field soil 
samples contained Salmonella spp. and five field soil samples provided PCR positives for EHEC 
virulence factors (vt1 or vt2 and eae gene). A prevalence of Campylobacter spp. (8/88) was noted in 
lettuce. It was shown that irrigation water is a major risk factor with regard to bacterial 
contamination of fresh produce as water samples showed on a regular basis E. coli presence (59.2% 
of samples > 0 log CFU/100 ml) and occasionally detection of pathogens (25%, n = 30/120), in 
particular Campylobacter spp. The highest correlations between indicator bacteria, pathogens, 
temperature and the amount of precipitation were observed for the water samples in contrast to the 
soil or lettuce samples where no correlations were observed. The high correlations between E. coli, 
total coliforms and enterococci in water implicated redundancy between analyses. Presence of 
elevated levels of E. coli increased the probability for the presence of pathogens (Campylobacter 
spp., EHEC and Salmonella spp.), but had a low to moderate predictive value on the actual presence 
of pathogens. The presence of pathogens and indicator bacteria in the water samples showed a 







Fecal bacteria (including enteric pathogens) are in particular in wet conditions and clouded weather 
(limited UV irradiation) able to survive for extended periods in soil (Islam et al., 2004), manure 
(Forshell and Ekesbo, 1993; Kudva et al., 1998; Nicholson et al., 2005), and water (Chalmers et al., 
2000; Steele and Odumeru, 2004) and thereby provide potential inoculum for contamination of the 
fresh produce.  
Enteric diseases have a seasonal pattern, with the highest incidence of illness during the summer 
months (Amin, 2002; Barwick et al., 2000; Isaacs et al., 1998). Warmer ambient temperature may 
contribute to the increased incidence of enteric diseases (Fleury et al., 2006). Changes in 
temperature and precipitation can influence environmentally mediated pathogen transmission 
pathways, playing an important role in driving seasonality in these diseases (Lal et al., 2012; Liu et al., 
2013). 
Intensive precipitation may increase surface and subsurface runoff, which might be an intermediate 
contamination pathway of pathogens from manure at livestock farms and from grazing pastures 
(Donnison and Ross, 2009; Leopoldo et al., 2008; Parker et al., 2010). Rainfall is able to release fecal 
coliforms and a variety of pathogenic micro-organisms, which may be released into the environment 
in large numbers (Guber et al., 2006; Parker et al., 2010). Flooding or runoff can affect the microbial 
contamination of leafy vegetables through the spread of fecal waste onto the growing area, or 
through contaminated water. Fecal contamination of agricultural soils has been shown to increase 
after environmental flooding (Casteel et al., 2006). 
To determine the microbial quality and hygiene, in particular in the framework of verification of good 
agricultural practices in lettuce crop production, it is common practice to monitor the presence and 
levels of indicator bacteria such as total coliforms, enterococci and E. coli in irrigation water or E. coli 
in the lettuce crops from the field. These microbial parameters are often used to indicate insufficient 
sanitary quality or potential fecal pollution. In addition, having E. coli of fecal (human or animal) 
origin has also been established as an “index” or “marker” organism (Mossel, 1978, 1982) to provide 
evidence of an increased likelihood of potential contamination of food or water by ecologically 
closely related pathogens such as Gram negative enteric pathogens encompassing human pathogenic 
EHEC, Salmonella spp. and Campylobacter spp. The detection of pathogens is expensive, time 
consuming, and complex due to pathogen variability (Savichtcheva and Okabe, 2006). Consequently, 
pathogens are most of the time not directly monitored in plant production areas, well or borehole 
waters. However, the correlation and predictive value of these hygiene indicators for the presence of 









In the present field study, pathogenic bacteria (PCR Enterohaemorrhagic (EHEC) positives (or 
Salmonella spp. or Campylobacter spp. isolates)) and indicator bacteria (total psychrotrophic aerobic 
plate count (TPAC), total coliforms, E. coli, enterococci) were determined in samples from the lettuce 
crops and primary production environment. Samples were taken from seedling leaves, peat-soil of 
the seedling, lettuce crop, field soil, and irrigation water and analyzed for this broad scope of 
microbiological parameters. In parallel also climatic parameters (i.e. temperature, precipitation) 
close to the crop production fields were collected. The objectives of the study were to (i) determine 
risk factors for lettuce contamination with pathogenic bacteria and (ii) to establish correlations 
between the type and the levels of indicator bacteria, the detection of enteric zoonotic pathogenic 
bacteria and the effect of temperature, precipitation and seasonality on the bacterial contamination 
during lettuce primary production. This was done in order to check the extent of the parameters in 
correlation to the presence of pathogens. 
2.2 Materials and Methods 
2.2.1 Selection of lettuce production farms 
Eight Belgian lettuce producing farms comprising four greenhouse farms and four open field farms, 
all located in West-Flanders’ region, were selected and agreed upon to take part in this study. All the 
farms were certified for the Belgian quality assurance standards Flandria and IKKB Standard (Integral 
Chain of Quality Management) (IKKB, 2010). Six farms were using open well water for irrigation and 
two farms used borehole water. All farms used overhead sprinklers for irrigation of crops. The 
dimensions of the farms ranged from one hectare up to 120 ha.  
2.2.2 Sampling plan 
The greenhouse farms having year-round production were each sampled during three lettuce crop 
production cycles distributed over the whole year. Because of temperate climate, the open field 
farms only had lettuce production going on from May to the end of September. In that restricted 
time period for each of the open field farms also three lettuce crop production cycles were 
monitored. This resulted in an accumulation of obtained results in the summer period. The complete 
study took place in two phases, the start-up with one crop cycle at open field farm in April-May 2011 
whereas the remainder of the open field and greenhouse farms was taken up from September 2011 
with the last sampling occurring (at a greenhouse farm) in December 2012. A production cycle is the 
time required to follow a lettuce crop from seedling, at the start, until its harvest and takes 








sampling times) were included: at the start during the planting of the lettuce seedling, next two 
weeks before harvest, one week before harvest and at harvest of the lettuce crop (Figure 2.1). 
Samples were collected from seedling or lettuce crop, soil and irrigation water and if applicable (at 
harvest) from food handlers’ hands or crates. All the samples were stored and transported in the 
dark at < 4°C to the lab for further handling (cutting/pooling) and subsequent microbial analysis. 
Samples were analyzed within 4 to 24 h. 
2.2.3 Sampling of seedlings, soil, lettuce and irrigation water 
The first sampling time for a lettuce crop production cycle took place at the start during the planting 
of the lettuce seedling. Before planting, nine samples were taken from the potting peat-soil of the 
seedling (9 x + 300 g), the seedlings (9 x one seedling) itself and soil of the planting field (9 x + 300 g). 
During the next three sampling visits in the lettuce crop production cycle (two and one week before 
harvest and at harvest) sampling of lettuce crops (9 x 1 crop), planting field soil, and irrigation water 
(5 l) occurred. Upon each visit, nine crops of lettuce were cut by a sterile knife and put directly into a 
sterile bag using disinfected gloves. At harvest in addition, nine samples were also taken from the 
ready-to-market rinsed lettuce crops (Figure 2.1). 
For enumeration purposes, the nine peat-soil samples, planting field soil samples, and the nine 
lettuce crops were randomly pooled by three in the lab. The three crops were pooled as follows: 
each crop was cut in two, three halves were discarded, the remaining three halves were cut in pieces 
of 3 cm and the pieces were mixed thoroughly. The seedling samples were all nine pooled together 
due to the low mass of the seedlings. Next 10 g of each pooled sample was weighed in a stomacher 
bag and homogenized (for the lettuce and seedling by using a stomacher) for 1 min in 90 ml peptone 
physiological salt water (PPS) as a starting point for serial tenfold dilution in PPS and plating for 
enumeration of indicator organisms. This resulted in three enumerations of indicator organisms for 
the peat-soil, planting field soil and lettuce per sampling visit and one result for the seedlings. For 
detection of pathogens in the peat-soil of the seedlings, in the field soil and for the lettuce crops, all 
nine samples were joined to one sample resulting in a single detection result per visit per sample 
type. 25 g was taken from the pooled samples and put in a stomacher bag with the respective 
enrichment media. 
Water samples were collected during the lettuce crop production cycle. Samples were taken from 
the water source and if possible at the water tap (outlet of the irrigation sprinkling system to the 


















Five liter samples were collected into sterile bottles according to ISO 19458:2006 (ISO, 2006b). The 
pH and temperature of the water were measured directly after sampling at the farm.  
2.2.4 Climatic parameters 
The climate parameters, accumulative precipitation and mean outside temperature of the week 
before sampling were collected from the Belgian Royal Meteorological Institute (RMI) automatic 
weather stations located closest to the lettuce production farm. The observations from the weather 
stations of Beitem (8.1 km from open field farm 7, 1.1 km for greenhouse 6), Gits (5.5 km from 
greenhouse 4, 2.7 km from greenhouse 1, 10 km from greenhouse 2), Izegem (7.7 km of farmer 5), 
Poperinge (5.7 km from open field farm 8) and Wingene (3.2 km from greenhouse 3) were used. 
2.2.5 Selection and methods of analysis for microbial parameters 
Depending on its relevance and its common use in the assessment of the microbial quality of lettuce, 
soil or water, various microbial parameters were selected (Table 2.1). Coliforms, E. coli, and 
enterococci were taken up as hygiene indicator organisms, coliforms and enterococci were only used 
for water analysis. The psychrotrophic (22°C) aerobic total plate count (TPAC) was determined to 
assess its functionality as an indicator and correlation to other indicator organisms. For lettuce crops 
(and seedlings) as well as for the irrigation water samples, the pathogens Salmonella spp., EHEC (i.e., 
E. coli strains possessing the vtx-coding genes vt1 or vt2 and the intimin-coding gene eae) and 
Campylobacter spp. were analyzed. For the soil, only Salmonella spp. and EHEC were included as 
pathogens in the analysis (Table 2.1). 
 
Solid samples: lettuce, soil and seedlings (leaves and peat-soil) 
For the enumeration of TPAC, the reference method ISO 4833:2003 was applied (ISO, 2003), with the 
exception that the plates were incubated at 22°C for five days instead of 30°C for three days. 
RAPID’E. coli 2/Agar (BioRad, France), a selective chromogenic medium incubated for 24 h at 44°C 
was used for the enumeration of E. coli (AFNOR, 2004). All indicator samples were plated in 
duplicate. 
Campylobacter spp. detection was based upon ISO 10272-1:2006 (ISO, 2006a). 25 g of lettuce was 
homogenized for 1 min in 225 ml of Bolton broth (Oxoid, UK) and incubated under microaerophilic 
conditions for 48 h at 41.5°C. The mCCDA plates (Oxoid, UK) incubated for 24-48 h at 41.5°C were 
used for the isolation of Campylobacter spp. Presumptive colonies were confirmed as Campylobacter 









For the detection of Salmonella spp. and EHEC, 25 g of lettuce or soil was homogenized for 1 min in 
225 ml of buffered peptone water (BioRad, France) and incubated for 18 + 2 h at 37°C.  
During the start-up (one crop cycle at open field farm in the period April-May 2011), the Vidas Easy 
SLM Assay (BioMérieux, France) was used for the detection of Salmonella spp. (AFNOR, 2005). In 
case of a positive sample, ISO 6579:2002 (ISO, 2002) was used for further isolation of presumptive 
Salmonella spp. colonies and confirmation. VIDAS UP Assay (BioMérieux, France) was used for the 
detection of E. coli O157 (AFNOR, 2009). The enrichment broth of the positive samples was 
transferred to the Belgian national expert lab at the Department of Veterinary Public Health and 
Food Safety, Faculty of Veterinary Medicine, Ghent University (Merelbeke, Belgium) for isolation of 
presumptive EHEC colonies, confirmation of vt1 or vt2 and eae genes and if possible determining the 
serogroup of the EHEC colonies (O26, O103, O111, O145, O157) using the alternative culture method 
of Posse et al. (2008). 
 
Table 2.1: Description of the sampling plan (the sample types, sampling time and microbiological 
parameters) for each lettuce crop production unit under investigation (whether at open field farm or 
greenhouse) 
Description Samples Time 
Microbiological 
parameters 
Seedling peat-soil 9 samples  3 x 3 pooled Before planting TPACa, E. coli 
EHECb, Salmonella spp. 
Seedling’s leaves 9 samples  1 x 9 pooled Before planting TPACa, E. coli 
Soil 9 samples  3 x 3 pooled Before planting 
Harvest – 2 weeks 
Harvest – 1 week 
Harvest 
TPACa, E. coli 
EHECb, Salmonella spp. 
Lettuce crop 9 samples  3 x 3 pooled Harvest – 2 weeks 
Harvest – 1 week 
Harvest 
TPACa, E. coli 
EHECb, Salmonella spp., Campylobacter spp. 
Market-ready Lettuce 9 samples  3 x 3 pooled Harvest TPACa, E. coli 
EHECb, Salmonella spp, Campylobacter spp. 




5 l Harvest – 2 weeks 
Harvest – 1 week 
Harvest 
TPACa, E. coli, coliforms, enterococci 
EHECb, Salmonella spp., Campylobacter spp. 
Rinsing water 
(at harvest wash) 
5 l 
At Harvest TPACa, E. coli, coliforms, enterococci 
EHECb, Salmonella spp., Campylobacter spp. 
aTPAC: Total psychrotrophic aerobic plate count 
bEHEC: PCR EHEC positive signal: positive signals for vtx-coding genes vt1 or vt2 and the intimin-









From September 2011, after the non-selective pre-enrichment the validated method of GeneDisc® 
Rapid Microbiology System (Pall Cooperation, USA) was used to screen for positive samples of 
Salmonella spp. and EHEC. In agreement with the Pall company (Washington, USA), dedicated 
GeneDisc® plates were made for the purpose of this study to screen in parallel for specific gene 
sequences of human pathogenic verotoxin producing E. coli virulence factors (vt1, vt2, eae) and 
Salmonella spp. specific gene iroB while also including inhibition control and negative control. Except 
for Salmonella spp. target genes used were similar as those included in the commercially available 
GeneDisc® plates (Beutin et al., 2009). If the GeneDisc® mulitiplex PCR provided a positive PCR signal 
for Salmonella spp., ISO 6579:2002 (ISO, 2002) was used for further isolation of presumptive 
Salmonella spp. colonies and confirmation. Only culture confirmed samples were recorded and taken 
up as Salmonella spp. positive samples for further statistical analysis in this chapter.  
In case of a positive PCR EHEC signal (defined as E. coli strains possessing the vtx-coding genes vt1 or 
vt2 and the intimin-coding gene eae) a protocol involving CHROMagar™ (CHROMagar™, USA) 
(Hirvonen et al., 2012; Tzschoppe et al., 2012) was taken up in the attempt to isolate the EHEC 
presumptive colonies, confirm and allocate serotype to the EHEC isolates as recommended by ISO TS 
13136 (ISO, 2012). For the isolation protocol, the 18h incubated buffered peptone water enrichment 
broth was plated by means of a 4x4 streaking on CHROMagar™ and five presumptive EHEC isolates 
(mauve colonies) for each enrichment broth were picked, purified on Tryptic Soy Agar and identified 
by BBL™ Crystal™ Identification Systems (BD, USA) for E. coli. The suspected colonies were 
transferred to the Belgian national expert lab at the Department of Veterinary Public Health and 
Food Safety, Faculty of Veterinary Medicine, Ghent University (Merelbeke, Belgium) to confirm the 
presence of vt1 or vt2 and eae genes and for further isolation and confirmation of the serogroup of 
the EHEC (O26, O103, O111, O145, O157) colonies using the method of (Posse et al., 2008).  
There is no single marker or a combination of markers that fully define a pathogenic EHEC strain. 
Strains positive for verocytotoxin 2 gene (vtx2) and eae (intimin production) genes are associated 
with higher risk of more severe illness than other virulence gene combinations (EFSA, 2013b). In the 
thesis, the option was taken to consider all positive GeneDisc® PCR EHEC samples (positive signals for 
the vtx-coding genes vt1 or vt2 and the intimin-coding gene eae) as pathogen positive samples for 
further statistical analysis (also if no EHEC colonies were isolated).  
 
Water samples 
The colony count of the cultivable micro-organisms in water was performed according to ISO 
6222:1999 (i.e. plating of 1 ml samples on PCA and incubation for 72 h at 22°C) (ISO, 1999). The 









filtration of 100 ml) with the exception that the tergitol 7 medium was replaced by Rapid’E. coli 2 
chromogenic media (BioRad, France) (ISO, 2000a) to provide more convenient and reliable 
enumeration in particular in the highly bacterial contaminated surface waters. Enterococci were 
enumerated (i.e. membrane filtration of 100 ml) according to ISO 7899-2 (ISO, 2000b) using a 44 h 
incubation of filters at 36°C on Slanetz and Bartley medium (Oxoid, UK), followed by the transfer of 
filters for another 2 h incubation at 44 °C on bile-aesculine-azide agar (Sigma, US).  
For pathogen detection in the water samples, two times one liter of irrigation water (from the well or 
taken at the tap) was filtered (i.e. membrane filtration, 0.45µm). The filters of the first liter filtration 
were incubated in 100 ml buffered peptone water for 18 + 2 h at 37°C as a prior enrichment for 
GeneDisc® PCR detection of EHEC and Salmonella spp. Attempted culture confirmation of samples 
was analogous as mentioned above for the soil and lettuce samples. From the second liter filtration, 
the filter(s) were incubated in 100 ml Bolton broth at 41.5 + 1°C for 48 + 4 h under microaerophilic 
conditions as a prior enrichment step to detect Campylobacter spp. based upon ISO 10272-1 (2006a) 
by isolation on mCCDA as mentioned above (ISO, 2005).  
2.2.6 Data processing and statistical methods 
Many of the E. coli enumerations for lettuce, soil or water were expected and were indeed shown to 
be negative, i.e. values below the detection limit (0.7 log CFU/g or 0 log CFU/100 ml respectively). For 
some parts of the statistical analysis the E. coli data were transferred into classes (Table 2.2), while 
for other parts (e.g. determining the difference between the raw data of the E. coli and the presence 
of pathogens) the results with values below the detection limit were allocated at a value of 0.7 log 
CFU/g or 0 log CFU/100 ml. 
 
Table 2.2: E. coli classes defined for grouping of E. coli results for soil, lettuce and irrigation water 
E. coli class Soil and lettuce (log CFU/g) Water (log CFU/100 ml) 
Class 1 < 0.7 log (undetected) < 0 (undetected) 
Class 2 ≥ 0.7 and < 2 ≥ 0 and < 1 
Class 3 ≥ 2 and < 3 ≥ 1 and < 2 
Class 4 ≥ 3 ≥ 2 
 
For the median, minimum, and maximum calculations, only samples with numbers above the 







statistical analysis are the mean temperature and accumulative precipitation calculated from the 
daily data of temperature, and precipitation collected from the nearest RMI weather station during 
the seven days prior to and including the sampling day at the farm. 
IBM SPSS statistics 20 and Microsoft Excel were used for statistical analysis. Spearman rank order 
correlation coefficients (rs) were calculated among densities of indicator bacteria in soil and lettuce 
samples, weekly mean outside temperature and accumulated precipitation. For the irrigation water 
samples, additionally pH and temperature were measured of the irrigation water during sampling 
and included to calculate the correlations. Binary logistic regression was employed to determine 
probability of pathogen occurrence. From indicator bacteria and climatic parameters, odds ratio, and 
Nagelkerke R square were displayed. Pathogen occurrence included the presence of any pathogen 
including the presence of either alone or together in the sample of Salmonella spp. or Campylobacter 
spp. isolates or positive GeneDisc® PCR EHEC samples. Significant difference between E. coli classes 
and the presence or absence of pathogens were determined using Kendall’s Tau-c test. The 
Kolmogorov- Smirnov test and Levene’s test were used to assess normality and equality of variance 
(P ≥ 0.05) respectively. If normality or equality of variance could not be assumed, Mann Whitney U 
test was used to determine the difference between the raw data of the indicators, climate 
parameters and the presence of pathogens (P < 0.05). For the comparison of E. coli prevalence per 
production system and per sample type, Chi square or Fishers exact test was used in case one group 
that contained less than 5 samples (P < 0.05). 
2.3 Results  
2.3.1 Prevalence of pathogens and hygiene indicator bacteria in lettuce primary 
production 
Pathogenic bacteria (PCR EHEC positives, Salmonella spp. or Campylobacter spp. isolates) and 
indicator bacteria (TPAC, total coliforms, E. coli, enterococci) were determined from various sampling 
locations in eight lettuce primary production farms in West Flanders, Belgium. From April 2011 to 
December 2012, 740 samples were collected encompassing 23 samples of seedlings, 57 samples of 
peat-soil, 264 lettuce crop samples, 276 field soil samples, and 120 irrigation water samples (Table 
2.3).  
Neither Salmonella spp. isolates nor PCR EHEC signals (positive signals for the vtx-coding genes vt1 or 
vt2 and the intimin-coding gene eae) were detected on lettuce. One soil sample (1/92) contained 











Table 2.3: Prevalence of hygiene indicators and pathogens in lettuce primary production  
 
N   median Minimum Maximum 
lettuce 
264 TPACa 100 %b 6.2 5.0 8.5 
264 E. coli 5 %b 1.0 0.7 2.0 
88 Pathogens 9 %c    
seedling 
23 TPACa 100 % b 6.0 4.6 6.9 
23 E. coli 4 %b 0.7 0.7 0.7 
soil 
seedling 
57 TPACa 100 % b 8.0 6.1 9.3 
57 E. coli 4 %b 2.1 0.7 3.9 
23 Pathogens 0%c    
soil 
276 TPACa 100 % b 7.1 6.0 8.9 
276 E. coli 37 %b 1.2 0.7 3.2 
92 Pathogens 7%c    
water 
120 TPACa 100 % b 5.5 2.3 7.8 
120 E. coli 59 %b 1.5 0.0 3.6 
120 coliforms 30 %b 1.7 0.0 4.1 
120 enterococci 37 %b 1.6 0.0 3.6 
120 Pathogens 28 %c    
Indicators, in log CFU/g or log CFU/100 ml, pathogens, presence per 25 g or per one liter 
For the median, minimum and maximum calculations, only samples with numbers higher than the 
detection limit were included in the analysis 
aTPAC: Total psychrotrophic aerobic plate count 
bproportion of samples with E. coli or TPAC > detection limit (LOD), LOD for E. coli > 0.7 log CFU /g or 
> 0 log CFU /100 ml, coliforms > 0 log CFU /100 ml, enterococci > 0 log CFU /100 ml) 
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1 Soil 2 1.4c** EHEC vt2, eae YES O157 
1 Soil 2 1.0+0c* EHEC vt2, eae NO  
1 Soil 2 1.0c** EHEC vt1, vt2, eae YES 
O103, 
O157 
1 Soil 2 1.0c** EHEC vt1, eae YES O26 
1 Soil 2 1.5+0.7c EHEC vt1, eae NO  
1 Water 4 3.6 EHEC vt1, eae NO 
 
1 Water 4 2.6 EHEC vt1, eae YES O111 
1 Water 4 2.0 EHEC vt1, eae YES O26 
1 Water 3 1.6 EHEC vt1, vt2, eae NO  
1 Water 3 1.0 EHEC vt1, eae NO  
1 Water 1 < 0 EHEC vt1, vt2, eae NO  
1 Soil 1 < 0.7 Salmonella spp.    
1 Water 3 1.0 Salmonella spp.    
7 Water 4 2.6+0.4d Campylobacter spp.    
15 Water 3 1.4+0.3d Campylobacter spp.    
2 Water 2 0.6+0.4d Campylobacter spp.    
3 Water 1 < 0d Campylobacter spp.    
2 Lettuce 2 0.8+0.1d Campylobacter spp.    
6 Lettuce 1 < 0.7d Campylobacter spp.    
anumber of samples in the respectively E. coli class showing presence of PCR EHEC positives, 
Salmonella spp., Campylobacter spp. 
bPCR screening with Genedisc or method of Posse et al. (2008) 
cmean E. coli count + standard deviation of the individual three soil samples (pooled together for PCR 
EHEC detection). Only the samples with E. coli levels higher than the detection limit were used in the 
calculations 
*1/3 samples below detection limit (< 0.7 log CFU/g), **2/3 samples below detection limit (< 0.7 log 
CFU/g) 
dmean E. coli count + standard deviation of samples in the respective class for Campylobacter spp. 
 
However, in only three of these five soil samples isolation of EHEC cultures succeeded. In the three 
samples, four isolates were confirmed as respectively E. coli O157 (vt2, eae positive), E. coli O103 
(vt1, eae), and one sample which contained two serotypes, namely E. coli O157 (vt1, vt2, eae) and E. 
coli O26 (vt1, eae) (Table 2.4). A prevalence of Campylobacter spp. (9%, n = 8/88) was noted in 
lettuce. From the eight samples, only two samples were positive for Campylobacter spp. at harvest.  
Several pathogens were detected in water, in particular Campylobacter spp. (22.5%, n = 23/120) but 









spp. was isolated. Of the six PCR EHEC signals in water, only in two water samples EHEC could be 
isolated, E. coli O26 (vt1, eae) and E. coli O111 (vt1, eae) (Table 2. 4).  
 
Samples containing numerable E. coli (> 0.7 log CFU/g or > 0 log CFU/100ml) were significantly more 
present in environmental samples (soil and water) compared to product samples (lettuce crops and 
seedlings) (P < 0.05). Of the environmental samples, the peat-soil of the seedling had the highest 
prevalence of numerable E. coli (96.5%) (> 0.7 log CFU/g or > 0 log CFU/100ml) while E. coli was 
numerable in only 37% of field soil samples and 57.8% of irrigation water samples. The lowest 
prevalence of E. coli number exceeding the detection level of 0.7 log CFU/g was found for product 
samples (5% in lettuce crops and 4% in the seedlings ) (Table 2.3).  
2.3.2 Correlation between the various hygiene indicator bacteria and enteric 
bacterial pathogens 
Spearman rank correlation was conducted using all non-categorical microbial data gathered during 
the survey.  
In the case all sample types (soil, lettuce, and water) were grouped together, a significant (P < 0.05) 
but moderate to low correlation between E. coli and TPAC (0.355) was found. Stronger correlations 
were observed for the subset of the irrigation water samples. In that case, all four indicator 
organisms (E. coli, coliforms, enterococci and TPAC) were significantly correlated with each other (P < 
0.05 for all) with the strongest correlations observed between E. coli and coliforms (0.918), between 
E. coli and enterococci (0.846) and between coliforms and enterococci (0.748), followed by moderate 
relationships between TPAC and E. coli (0.437), coliforms (0.447) and enterococci (0.470) (Table 2.5). 
For the irrigation water samples alone, the presence of pathogens was significantly correlated with 
the E. coli class (Kendall’s Tau c, P < 0.001) (Figure 2.3c). This is not the case for the subset of solid 
(soil or produce) samples, although still more pathogens were present in class 2 compared to class 1 
(Figure 2.2a, 2.2b). When the raw data of enumeration of E. coli and TPAC were analysed for soil and 
produce samples, no significant difference was found for the two parameters between the absence 







Table 2.5: Spearman’s Rho correlation coefficients between water samples for the combinations which showed significant correlations (P < 0.05) 















0.78 0.45 0.30 0.44 0.28 0.29 
Nb 120 
 
120 120 120 116 105 120 
Enterococci 
Coefficient 0.85 0.78 
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aTPAC: Total psychrotrophic aerobic plate count  
bN: amount of samples 
The outside temperature and precipitation included are the mean temperature and accumulative precipitation calculated from the daily data of 



























class 1 class 2 class 3 class 4
n = 39 n = 59 n = 13 n = 4
%
 
E. coli class 














soil + peat soil 
absence (n = 109)







class 1 class 2 class 3 class 4
n = 78 n = 10 n = 0 n = 0
%
 
E. coli class 














lettuce + seedling 
absence (n = 80)












*significant difference (P < 0.05) 
Figure 2.2: Pathogen detection based on the class of E. coli bacteria (F2.1a, 2.1b, 2.1c). Detection is quantified in terms of percentage of the total number of samples in 
the corresponding class for the different samples (Kendall’s Tau-c test performed to indicate significant difference). For example, Figure 2.2b, of the 78 samples in class 
1, 6 samples contained a pathogen which is 7.7 % of the samples. a: Soil (field soil + peat-soil) (P > 0.05), 2.1b, produce (lettuce + seedling) (P > 0.05) and 2.2c: irrigation 
water samples (P < 0.05). Bars represent the 95 % confidence interval. The mean value of the E. coli enumeration in the subset of samples with either absence or 
presence of pathogens is shown in 2.2d for Soil (soil + peat soil), 2.1e for produce (lettuce + seedling) and 2.2f for the irrigation water samples. Mann-Whitney U test 
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In contrast, E. coli, coliforms, enterococci, and TPAC were significantly higher when pathogens were 
present in the water (Mann-Whitney U test, P < 0.05) (Figure 2.2f). These findings were 
complemented by the binary logistic regression results (odds ratios) between pathogen and indicator 
bacteria suggesting generally weak but significant associations between the different indicators E. 
coli, coliforms, and enterococci and pathogens (Table 2.6).  
 
Table 2.6: Binary logistic regression between pathogens and indicators E. coli, coliforms, Enterococci and 
TPAC and between the parameters Toutside and Twater (only significant results (P < 0.05) are shown) 
Irrigation water 
samples 
All pathogens Campylobacter spp. 
 Nagelkerke’s r² Odds ratio Nagelkerke’s r² Odds ratio 
E. coli 0.164 2.169 0.120 1.931 
coliforms 0.140 1.885 0.103 1.719 
Enterococci 0.150 2.213 0.125 2.070 
TPAC  0.045* 1.456* 0.066 1.615 
Toutside 0.086 1.141 0.100 1.159 
Twater 0.123 1.158 0.135 1.172 
*not significant (P > 0.05) 
2.3.3 Correlation between microbial parameters and climatic conditions 
(outside temperature, precipitation) and temperature and pH of the 
irrigation water 
There were no significant correlations between E. coli numeration (raw data used) in soil samples 
and the accumulative precipitation and the outside temperature of the last week before sampling. 
However, for the soil samples (36.6% of samples) containing numerable E. coli levels, it was noted 
that the outside temperature was significantly higher than the observed outside temperature in the 
subset of soil samples showing absence of numerable E. coli (Mann-Whitney U test, P < 0.05). In 
contrast, pathogens in soil were detected in a period when lower outside temperature and lower 
precipitation occurred (Figure 2.3a).  
A significant but very low correlation of 0.12 and 0.19 was observed between the raw E. coli 
enumeration data of the lettuce samples and respectively the outside temperature and the 








precipitation was observed between the subset of lettuce samples (5.7 % of samples) with presence 
of numerable E. coli (> 0.7 log CFU/g) and the samples showing absence of numerable E. coli (Mann-
Whitney U test, P > 0.05). A higher (not significant) outside temperature (14.4°C ↔ 17.3°C) and 
precipitation (11.6 mm ↔ 15.3 mm) were noted when pathogens were detected in the lettuce 
samples compared to the ones without pathogens (Mann-Whitney U test, P > 0.05) (Figure 2.3b). 
For the water samples, the indicators (E. coli, coliforms and enterococci) showed moderate 
significant correlations with the mean outside temperature of the last week before harvest (between 
0.3 and 0.4), but lower correlations with the accumulative precipitation (between 0.25 and 0.28) 
(Table 2.5). There was also a significantly higher outside temperature (13.4°C ↔ 15.7°C) when 
pathogens were present (Mann-Whitney U test, P < 0.05) (Figure 2.3c). This is confirmed by binary 
logistics, as the outside temperature showed a weak but significant odds ratio of approximately 1.2 
for the water samples (Table 2.6).  
Concerning the water parameters, the water samples showed moderate correlations between the 
water temperature and the microbial indicators E. coli (0.512), coliforms (0.437), enterococci (0.421) 
and TPAC (0.358) (Table 2.5). There was also a significantly higher water temperature (13.9°C ↔ 
17.0°C) when pathogens were present (Mann-Whitney U test, P < 0.05) (Figure 2.3c). This was 
confirmed by the odds ratio of 1.2 (Table 2.6).  
The pH showed only significant correlations to coliforms and enterococci (+ 0.28) and was 
approximately the same (pH 7.4) if pathogens were present compared to the absence of pathogens. 
 
During the year-around survey also a seasonal effect was established. E. coli was present in the soil in 
10/12 months. Of these ten months also during four months (July, September, October and 
December), E. coli was present in numerable levels in the lettuce crop (Figure 2.4a). However, these 
months did not cluster in a particular season of the year. It is noteworthy that the irrigation water 
samples showed the highest concentrations of E. coli, coliforms and enterococci from May to 
September whereas in the months of March and April, the first two months of spring season lower 
levels of E. coli were found in the irrigation water (Figure 2.4b).  
Pathogens were only detected in samples taken in the time period from May to November (Figure 
2.3d). This corresponds with a higher outside temperature as the temperature during sampling was 
the highest (from 13.7°C in May to a maximum of 19°C in August and 11.7°C in November) in those 
months (Figure 2.4e). The presence of pathogens in these months was mostly attributed to the 
detection of Campylobacter spp. in irrigation water samples (Figure 2.4e). The prevalence of 
Campylobacter spp. in water ranged from 1/9 samples in November up to 2/3 samples in month June 















* significant difference, P < 0.05 
Figure 2.3: The potential impact of the climatic parameters (Toutside, precipitation) and the Twater, and pHwater 
on the presence or absence of pathogens in the various sample types of lettuce primary production. a: soil 
(field soil), b: lettuce and c: irrigation water samples. Mann-Whitney U test performed to indicate significant 
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The outside temperature and precipitation included is the mean temperature and accumulative precipitation calculated from the daily data of temperature 
and precipitation collected from the nearest RMI weather station during the seven days prior to and including the sampling day at the farm. 
 
 
Figure 2.4: Seasonality of presence of indicator organisms and pathogen detection in the various sample types in lettuce primary production and characteristics of 
climatic conditions in function of the month throughout the sampling season. a: E. coli presence (% > 5 CFU/g) in soil (n = 276) and lettuce samples (n = 264), b: E. coli, 
coliform and enterococci enumeration in irrigation water samples (n = 120); c: Pathogens’ presence in soil (n = 92) and lettuce samples (n = 88), % presence per 25 g of 
sample; d: Pathogens’ presence in water samples (n = 120), % presence in 1 liter sample; e: Outside temperature (n = 660); and f: Precipitation (n = 660). Bars are the 95 




























2.4.1 The prevalence of pathogens in lettuce primary production 
The prevalence of Campylobacter spp. on the lettuce (9 %) was quite similar to Park and Sanders 
(1992), who detected Campylobacter spp. in lettuce (3.1%), radish (2.7%), green onions (2.5%), and 
parsley (2.4%) from samples collected at farms in Canada. Bohaychuk et al. (2009) found no 
Campylobacter spp. in more than 600 vegetable samples from farmer markets in Canada including 
128 lettuce samples. In the Netherlands only 13 of 5640 (0.2%) vegetable and fruit samples sampled 
at retail (fresh-cut or crops) were positive for Campylobacter spp. (Verhoeff-Bakkenes et al., 2011).  
Salmonella spp. and EHEC were absent on the lettuce samples (n = 0/88; CI 0 – 4,2 %) which is in 
agreement with other studies (e.g. Johannessen et al., 2002; Loncarevic et al; 2005; Oliveira et al., 
2010; Bohaychuk et al., 2009). From the 2011 European Union Summary Report on Trends and 
Sources of Zoonoses EU reported by EFSA (2013c), it was noted that no positive Salmonella spp. 
samples were detected in 1606 samples of fresh-cut fruit or vegetable samples and no VTEC in a total 
of 2887 samples of fresh-cut or none-cut vegetable samples. However, studies executed in Spain 
found Salmonella spp. (1.7% (n = 236)) in minimally processed fresh-cut vegetables (Abadias et al., 
2008). 
EFSA (2013a) ranked Salmonella spp. and leafy vegetables eaten raw as the highest concern in a list 
of various pathogen-commodity combinations based on reported foodborne outbreaks in EU and the 
ability for growth, consumption etc. Also in a FAO report on leafy greens, Salmonella spp. was 
mentioned as the most important pathogen (FAO, 2008). However, the present sampling scheme is 
too limited to make conclusions on the absence of any potential pathogen on the lettuce in particular 
for pathogens characterized by low prevalence (< 0.1 to 1%) such as Salmonella spp. and EHEC in 
fresh produce.  
The proportion of samples with numerable E. coli on the seedling and lettuce crops (5%) was slightly 
lower compared to findings of other studies conducted in developed countries. Bohaychuk et al. 
(2009) found numerable E. coli in 18% of the 128 lettuce samples sampled from the farmer markets 
in Canada. Loncarevic et al. (2005) enumerated E. coli in 9% of the lettuce samples (16/179) obtained 
from an organic farm in Norway and E. coli was detected in 22.5% of the organic lettuce samples and 
in 9% of the conventional lettuce samples sampled from farmers in Spain (Oliveira et al., 2010).  
Overall the prevalence of E. coli in the irrigation water source was high (75% > 0 log CFU/100 ml) and 
on some occasions elevated levels of E. coli were detected (65 % > 1 log CFU /100 ml and 26% > 2 log 








(38% > 0 log CFU /100 ml). Furthermore, 35% of the water sources showed to be positive for at least 
one pathogen (Salmonella spp., Campylobacter spp. isolates or PCR EHEC signals). 
In total 6 out of 8 farms used open wells to stock irrigation water and they claimed that the open 
well water contained only collected rainfall water and no surface water. Upon collection, the rainfall 
water is assumed to be low in microbiological contamination but the bacterial load may increase 
during runoff along roof or soil surfaces and during the storage in the open well (Helmreich and 
Horn, 2009; Schets et al., 2010). Microbial contamination may originate from fecal contamination by 
birds and mammals that have access to catchment areas or water storage (Sazakli et al., 2007).  
The prevalence of Campylobacter spp. (30.9%) or E. coli (75%) in the irrigation water source in the 
study was high. Comparable results were found in collected rainwater in Denmark. Albrechtsen 
(2002) found a prevalence of 79 % and 12 % respectively for E. coli and Campylobacter spp. Also in 
Australia, 25 % of the samples were found positive for Campylobacter spp. and 60 % for E. coli 
(Ahmed et al., 2008; Ahmed et al., 2010). Similar Campylobacter spp. levels were observed in 
collected rainwater in New Zealand (37 %) (Savill et al., 2001) and in the Netherlands (27 %) (Schets 
et al.; 2010). The Campylobacter spp. levels were also comparable to surface water studies (Wilkes et 
al., 2009; Brennhovd et al., 1992; Arvanitidou et al., 1995; Horman et al., 2004). In contrast, 
Economou et al. (2012) found no Campylobacter spp. in Greek surface water, although the water 
source was located in an area characterized by high agricultural and livestock activity such as cattle 
and poultry farms.  
The presence of Salmonella spp. (1 out of 68 samples; 1.4%) in the irrigation water source was very 
low compared to the presence of Campylobacter spp. and compared to other publications. In 
Australia, a prevalence of Salmonella spp. of more than 16 % was found in collected rainwater and a 
prevalence of approximately 10 % in surface water in Greece and Canada was noted (Economou et 
al., 2012; Wilkes et al., 2009). In a South Africa study, Ijabadeniyi, et al. (2011) found Salmonella spp. 
in the irrigation river water and on the lettuce. 
Prevalence of EHEC (6 out of 68 samples; 9 %) (six EHEC PCR positive samples resulting in two 
confirmed isolates: E. coli O26 and E. coli O111) was difficult to compare to other literature reports 
as in most cases only E. coli O157 was analyzed and other methodologies were used (PCR detection 
compared to isolation). Nevertheless, E. coli O157 was detected (4 out of 144 samples) in private 
water supplies (supposed to be drinking water) in the Netherlands (Schets et al., 2005). River water 
containing vt2 genes used for irrigation was a possible source for an outbreak of E. coli O157 in 
Sweden involving iceberg lettuce (Soderstrom et al., 2008) and a spinach outbreak in the USA (Jay et 
al., 2007). The irrigation water was most likely contaminated by upstream cattle grazing.  
Water showed to be a risk factor for introduction of pathogens in the primary production of lettuce 








sprinkler tap water (2/41), and rinsing water at harvest (4/11). In Belgium (and all farms included in 
the study) overhead irrigation with a sprinkler system is used. This is generally known as the 
irrigation method with the highest risk for contamination as the water is applied on top of the edible 
part of the lettuce crops (Hamilton et al., 2006; Song et al., 2006). Pathogenic bacteria can be 
reduced between irrigation and harvest due to UV radiation, drying, or competition with commensal 
microbiota (Brandl and Amundson, 2008; Ottoson et al., 2011). Increasing the interval from the time 
of contamination to the point of harvest significantly decreased the likelihood that the pathogen 
would be present in the harvested product (Fonseca et al., 2011; Moyne et al., 2011). 
 
However, the summer of 2012 was characterized by quite some rainfall (Figure 2.3f) on a regular 
basis. This resulted in a low need for irrigation of lettuce crops during open field production and as a 
consequence only restricted potential for transfer of bacterial contamination from the water source 
to the crop through direct contact via sprinkler irrigation. However, in greenhouse production there 
is a continuous need for irrigation and thus contact of water with crop leaves. It could be noted that 
in greenhouses the irrigation water is regularly vaporized minimizing or excluding splashing in 
contrast to rainfall or open field sprinkler irrigation which is showing a more intensive impact of 
water droplets on the lettuce (and surrounding soil). Nevertheless, not only sprinkler irrigation but 
also natural rainfall events - depending upon the density - enhances the risk of splashing manure and 
soil particles to the lettuce (Cevallos-Cevallos et al., 2012;Liu et al., 2013). Still, the occurrence of 
elevated E. coli levels numerated on the lettuce was low (5%) (1 out of 264 samples > 2 log CFU/g, 14 
out of 264 samples > 0.7 log CFU/g). This might also be influenced by the sampling method in the 
PhD. Sampling was performed using pooled samples of cut halves of lettuce crops whereas the 
sampling of e.g. outer leaves only may be more vulnerable to finding elevated levels of E. coli. To the 
knowledge of the authors, hitherto, no harmonized protocol or ISO or CEN guidelines for sampling of 
lettuce crops is present.  
2.4.2 Correlation between microbial indicators and pathogens 
The correlation between the different indicators E. coli, enterococci and coliforms for the water 
(ranging from 0.79 to 0.92) was slightly higher compared to the correlation of approximately 0.75 
observed by Wilkes et al. (2009). Economou et al. (2012) found lower correlations between E. coli 
and total coliforms (0.54). The correlation between TPAC and the other indicators was low compared 
to the correlation between E. coli, enterococci and total coliforms. These results confirmed other 
publications who demonstrated that TPAC is not a good indicator of overall sanitary quality and fecal 









al., 2012; Ijabadeniyi, et al. 2011). The high correlation (between 0.79 and 0.92) between E. coli, total 
coliforms and enterococci in the irrigation water indicated that it was not necessary to enumerate all 
hygiene indicators as they were strongly correlated to each other. E. coli is preferable as indicator of 
unsanitary conditions in comparison to coliforms due to its fecal origin.  
Most publications found weak or no correlations in water between different pathogens and hygiene 
indicator bacteria. Wilkes et al. (2009) found slightly lower odds ratios for the pathogens (between 
1.4 and 1.7) compared to the present study (between 1.9 and 2.2) indicating a higher probability for 
pathogens if higher levels of E. coli, enterococci and coliforms were present. Significant correlations 
have not been found in New Zealand river water between Campylobacter spp. and E. coli (Savill et al., 
2001) and between E. coli and Salmonella spp. in Greece (Economou et al., 2012). Vereen et al. 
(2007) on the other hand found a correlation of 0.35 in surface water in the USA between fecal 
coliform and Campylobacter spp.  
Microbial indicators of fecal contamination do not necessarily reflect the input of enteric pathogens. 
However, some predictive value has been reported especially in water between the fecal indicators 
and pathogens (Harwood et al., 2005; Schets et al., 2005; Wilkes et al., 2009). Variations in pathogen 
input (i.e., prevalence in population), dilution, retention, and die-off result in conditions where 
correlations between any pathogen and any indicator are random, site-specific, or time-specific 
(Payment and Locas, 2011). As a result, there is clearly no indicator that may be suitable for all 
pathogens for all environmental scenarios (Harwood et al., 2005; Yates, 2007). However, the 
probability of detection of any pathogen is high at high levels of indicators (Savichtcheva and Okabe, 
2006). 
2.4.3 Correlation between microbial parameters and climatic parameters 
The highest levels of E. coli and the highest prevalence of pathogens in the water were observed in 
the time of the year when the outside temperature and water temperature were the highest 
(between May and October). This was in agreement with other publications, which noted a positive 
association between temperature and bacterial indicator levels in the water (Isobe et al., 2004; 
Shehane et al., 2005). Many studies have demonstrated these positive associations between 
temperature and foodborne illness (Checkley et al., 2000; Singh et al., 2001). In the UK, a correlation 
was found between gastrointestinal disease and the temperature in the month preceding the illness 
(Bentham and Langford, 2001). Another study in Australia found a positive association between 
temperature in the previous month and the number of notifications of cases of Salmonella spp. in 
the current month (D'Souza et al., 2004). In several European countries including the Netherlands, 








number of reported cases of Salmonellosis (Kovats et al., 2004). The monthly presence of 
Campylobacter spp. in the irrigation water showed the same seasonal trend as to the presence of 
Campylobacter spp. in Belgian chicken meat preparations (Habib et al., 2008). 
There was a significant correlation between precipitation and hygiene indicator contamination for 
the water samples. This is confirmed by many other studies, which have shown a correlation 
between increased precipitation accompanied by increased runoff or discharge of (untreated) 
wastewater and the concentration of fecal indicator organisms or pathogens in water. After changes 
in rainfall patterns, an increase in fecal indicator densities in the water was observed by several 
authors (Dorner et al., 2007; Shehane et al., 2005). In the United States, the highest E. coli 
concentrations were found in the period that corresponded with a period of greater rainfall intensity 
(Schilling et al., 2009). Due to the heavy rainfall, the irrigation water becomes contaminated and 
irrigation with water of bad quality may give rise to a contaminated product (Castillo et al., 2004; 
Ensink et al., 2007).  
Although these parameters cannot predict the presence of pathogens; temperature, precipitation 
and E. coli concentration provide some information concerning the most critical periods for possible 
pathogen contamination of the produce and water. These periods must induce a higher state of 












Agricultural and Management Practices and Bacterial 




















Chapter 3 Agricultural and Management Practices and 




Interviews were conducted with the owners of eight lettuce production farms (four greenhouse and 
four open field farms) to retrieve the status of implementation of good agricultural practices and 
management systems in place. Furthermore, through a checklist, information was collected on the 
sources, microbial quality, and if applicable, treatment of the water used for irrigation and harvest 
rinsing. This information was combined with microbiological data on hygiene indicators (E. coli, 
coliforms, enterococci) and presence of enteric bacterial pathogens (Campylobacter spp., Salmonella 
spp., EHEC) on lettuce crops and environmental samples (soil, water) to gain insight into potential 
differences in risk factors for microbial contamination in greenhouse versus open field lettuce 
production in the region of West Flanders, Belgium. It was noted that the majority of the farmers are 
small scale farmers which were certified to a national standard, a prerequisite to deliver lettuce 
crops via the auctions (farmer cooperative) to the fresh produce market or fresh-cut processing 
industry.  
There was a high focus on pesticide residues in the current management system. In contrast, limited 
awareness of human enteric pathogens as a food safety issue in leafy greens was noted for all 
farmers. Overall, farmers complied to generic guidelines on good agricultural practices available at 
national level but documentation at the farm level on microbial quality and if applicable, 
appropriateness of water treatment of water used for irrigation or at harvest was restricted. This was 
also reflected in the microbial analysis of irigation water. PCR EHEC signals, Campylobacter spp. and 
Salmonella spp. isolates were more often isolated from irrigation water in open field (21/45, 46.7%) 








In a discussion group in 2011, food safety experts from various stakeholder types in the farm-to-fork 
chain of the fresh produce supply chain in EU identified the application of good agricultural practices 
(GAP) as the most important control measure to assure the safety of fresh produce (Van Boxstael et 
al., 2013). GAPs are defined at international level in the Codex Alimentarius Commission’s Code of 
practice for fresh fruits and vegetables (CAC/RCP 53-2003) (Codex Alimentarius, 2003b). To improve 
the safety and hygiene at primary production, the adherence to good agricultural practices is 
introduced in Europe by EU Regulation 852/2004 and enforced and verified by inspections and audits 
by national competent authorities (Anonymous, 2004). As a valuable instrument to aid individual 
farmers to implement GAPs; guidelines, manuals, and certification standards were developed on a 
national or regional level (with or without approval of competent authorities) and are in use by 
industry associations, farmer organizations or retailers. Still these guidelines or standards provide 
general knowledge and instructions on implementation of GAPs in plant primary production, but are 
often not tailored to leafy greens or a defined production situation (e.g. greenhouse or open field). 
Apart from often confidential inspections and audit reports, there is little information or studies to 
identify the status and the maturity of the current agricultural practices and management systems in 
place. Guidelines and standards are a tool to reassure consumers (or retailers) about proper 
adherence to best practices and they provide confidence in safety and quality of fresh produce. 
Given the overall higher concerns about chemical compared to microbial contaminants by EU 
consumers (Kher et al., 2013; Van Boxstael et al., 2013) the focus is on integrated pest management 
and well elaborated pesticide residue monitoring plans in place in the fresh produce supply chain. It 
is not clear to which extent the national or regional guidelines used in Europe on prerequisite 
programs cover the risk factors for microbial contamination of fresh produce.  
The objective of the present study was to get insight into the status of implementation of good 
agricultural production practices, management, and operation of lettuce production in the region of 
West Flanders, Belgium. This was done by a combination of an interview, checklist and exploitation 
of microbial data of lettuce crops and environmental sampling (water, soil) on a range of lettuce 
production farms. In addition, as both greenhouse production (almost all year around) and open field 
production (in the summer period) of lettuce crops is common in the region, it was investigated 










3.2 Materials and Methods 
3.2.1 Selection of lettuce production farms 
In Belgium in 2009, the open field farms producing vegetables used a total of 39559 ha of which 
12.2% was used for butterhead lettuce. The greenhouses used only 1034 ha of which 22% of the area 
was used for lettuce (FOD, 2009). Eight Belgian lettuce production farms active in cultivation of 
butterhead lettuce (Lactuca sativa v. sativa) were included in the study (Table 3.1): four greenhouse 
farms (farm 1 to 4) and four open field farms (farm 5 to 8). Butterhead lettuce is the main lettuce 
variety that is grown in Belgium, it is characterized by its heavy crop weight (400-550g), soft leaves, 
and closed head formation and commonly marketed in Europe, predominantly as whole crops, but 
also available as pre-cut bagged. The eight farms were all independent family farms located in the 
region of West Flanders, Belgium. Seven farms are small scale and one farm is a large scale farm 
according the definition of Martins & Tosstorff (2011). 
3.2.2 Interview on good agricultural practices and checklist concerning water 
management 
An in-depth interview with the farmers (ca. 3hours) was conducted in 2012 using the self-assessment 
tool elaborated by Kirezieva et al. (2013a and 2013b) to track the status of implementation of good 
agricultural practices and the maturity of the management and operation systems in place. The self-
assessment tool uses a number of questions related to i) the context and organization of the farm 
(such as the size, location, applied and certified quality assurance standards, number, competence 
and involvement of employees, other activities on the farm (e.g. animal production)), ii) control and 
assurance activities (i.e., personnel hygiene requirements, information on training of the 
owner/employees, water source and control of water supply or water quality, hygienic design of 
equipment and facilities, availability of procedures, documentation and record keeping, corrective 
actions, application of fertilizers, insight in the use of pesticides, pesticides residue or microbiological 
monitoring program) and iii) the system output, for example criteria or guidelines used for 
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Table 3.1: Characteristics of the eight farms sampled in the study 
 Farm 1 Farm 2 Farm 3 Farm 4 Farm 5 Farm 6 Farm 7 Farm 8 
Type Greenhouse Greenhouse Greenhouse Greenhouse Open field Open field Open field Open field 
Size 2.5 ha lettuce 1.75 ha lettuce 0.95 ha 
lettuce 














5 4 3 3 6 2 6 8 
Period of 
production 
Whole year Whole year September 
- April 
Whole year April – 
September 
April - October April - September May - 
September 





Auction Auction Fresh-cut 
processing 
Auction 
Fertilizer Inorganic Organic/Inorganic Inorganic Organic/Inorganic Organic Inorganic Organic/Inorganic Inorganic 









During the interview, it was noted for each of these aspects whether management and operation of 
good agricultural practices were rather unstructured, (or an ad hoc basis) or more systematic, 
formalized and documented; whether it was based on historical own expert knowledge or based 
upon guidelines or regulatory information, regularly updated and if needed tailored and validated to 
the own situation of the farm. If it was supported by any visual checks, samplings, analysis, data 
collection, and records keeping and if so, whether any trend analysis or remediation or updating 
occurred on a regular basis.  
  
Furthermore, information in particular with regard to the water use and water management was 
gathered at the different farms both by observation and completing a check list. This checklist (annex 
1) included questions related to identification, location, and protection of the water source, sampling 
and testing of microbial water quality and if applicable, water treatment and its validation.  
In the period April 2011 to December 2012, microbiological data were collected on the prevalence of 
pathogenic bacteria (PCR EHEC positives, Salmonella spp. or Campylobacter spp. isolates) and 
indicator bacteria (total psychrotrophic plate count (TPAC), total coliforms, E. coli, enterococci) by 
execution of sampling on each farm of three separate lettuce crop production cycles throughout the 
production season as described in chapter 2. In chapter 2, the data of microbial analysis were taken 
and compiled to establish the relationships between levels of hygiene indicator bacteria, detection of 
enteric zoonotic pathogens and the temperature and precipitation during lettuce primary 
production. Chapter 3 exploited the same data set but in in this case, the data set was sorted per 
type of production situation (greenhouse versus open field production) (Table 3.2 and 3.3). The 
objective of the present study was to compare between these two types of production systems and 
between individual farms. Furthermore, the microbiological results were combined with the 
agricultural (and water) management and operation system in place as established by the above 
mentioned interview and checklist to document and assess this. As such by the combination of an 
interview, water management checklist and microbiological data a well-founded insight into the 
status of implementation of good agricultural practices in place was obtained.  
3.2.3 Data processing and statistical methods 
Results of the checklist and the interview were compiled and the most important findings were 
mentioned in the results; graphs were made in Excel. Many of the E. coli enumerations for produce, 
soil or water were expected to be negative, i.e. values below the detection limit and for statistical 
analysis the E. coli data was transferred into classes as already mentioned in chapter 2. The definition 
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0.7 and < 2 log CFU/g or ≥ 0 and < 1 log CFU/100ml; class 3: ≥ 2 and < 3 log CFU/g or ≥ 1 and < 2 log 
CFU/100ml and class 4: ≥ 3 log CFU/g or ≥ 2 log CFU/100ml. IBM SPSS statistics 20 and Microsoft 
Excel were used for statistical analysis. For the median, minimum and maximum calculations, only 
samples with numbers higher than the detection limit were included in the analysis (> 0.7 log CFU/g 
or > 0 log CFU/100 ml). For the comparison of E. coli prevalence between greenhouses and open field 
farms and between sample type, the Pearson Chi square (PC) or Fishers exact test (FET) were used in 
case one group contained less than 5 samples (P < 0.05).  
The Kolmogorov-Smirnov test and Levene’s test were used to assess normality and equality of 
variance (P ≥ 0.05) respectively. If normality could not be assumed, Mann Whitney U test (MW) was 
used; in case of normality a t-test was used. To determine the influence of the notation of water 
treatment in the checklist on the microbial contamination of the water as determined by analysis, 
the Wilcoxon signed-rank test was used.  
3.3 Results  
3.3.1 Context, organization & management practices of lettuce production 
farms 
All farms in the present study were independent family farms, which deliver the lettuce immediately 
after harvest (same day within 6 h or at latest the next day) in plastic crates (usually 12 crops per 
crate) to the auction (within maximum 30 km distance). Two companies also sold directly to nearby 
fresh-cut processing companies (Table 3.1). In most cases the lettuce was stored at the farm under 
controlled refrigerated conditions but transport occurred by truck to the auctions or fresh-cut 
companies under non-controlled, ambient conditions. 
Seven farms were small scale farms, one open field farmer was a large producer. The workforce was 
between two and eight workers (including the farmer owner and his wife) (Table 3.1). Three out of 
four open field farms (> 2 ha) had a high personnel turnover, used foreign seasonal workers with 
more difficulties of employee involvement and hygiene training whereas one open field farmer (< 2 
ha) and the four greenhouse farmers used a stable work force with native workers.  
The management system in elaborating good agricultural practices was mainly based on the Belgian 
national sector guidelines and recommendations laid down in the IKKB standard (IKKB, 2010) and 
approved and recognized by the Belgian food safety agency to encompass all minimum legislative 
requirements. All farms were audited on a yearly basis by third parties and no serious remarks were 
given as they complied with the current requirements in European and national legislation and IKKB 
standard. Certification to IKKB standard is a prerequisite in order to be able to deliver lettuce crops 








There were in some cases extra (sometimes conflicting) requirements set by various retailers in 
particular with regard to the demand to provide lettuce with maximum pesticide residues lower than 
the legal set MRLs for pesticide residues. Chemical contaminants and in particular pesticides residues 
in fresh produce were the highest concern for EU consumers when it comes to public concerns about 
food-related risks (TNS, 2010). This explains the high focus of the IKKB standard and the awareness of 
individual farmers on appropriate use of pesticides and full registration and documentation of their 
use. In addition, extensive efforts were taken both by the auctions and the competent authorities on 
a well-elaborated sampling plan for monitoring and feedback on pesticide residue testing. 
 
Agricultural practices  
Fertilizer application or irrigation water are known as risk factors for bacterial contamination. Two 
greenhouse farms and one open field farm made use of the combination between commercial 
organic dry pellets and commercial inorganic fertilizer (Table 3.1). The organic and inorganic 
fertilizers were provided by wholesales. Another open field farm used composted cow manure from 
the stable to fertilize the field. All farmers used treated fertilizer or manure allowed by IKKB (IKKB, 
2010). The other four farms (two greenhouse and two open field farms) used inorganic fertilizer. 
When inorganic fertilizer is used, it is easier to control the release of nutrients compared to the 
pellets or organic fertilizer for which nutrients dissolution can vary depending upon (wet) weather 
conditions and makes it less predictable. 
 
In general, the greenhouse farms made more effort to control the water supply and water quality 
compared to the open field farms because of the control of plant pathogens. The greenhouse farms 
used borehole water (n = 2) or collected rainwater (n = 2), while all open field farms made use of 
collected rainwater (n = 4). The open reservoir of one open field farmer was additionally supplied by 
water of an unknown source (Figure 3.1a).  
The two greenhouse farms using rainwater collected in a reservoir, used reservoirs which were 
constructed with elevated ditches to prevent runoff water to intrude (Figure 3.1b). In contrast, only 
one out of four open field farmers used an elevated reservoir. Also three out of four greenhouse 
farms (thus including one of the greenhouse farms using borehole water) used a water treatment 
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Figure 3.1: Results of the water management questionnaire (annex 1), black boxes: greenhouses, white 
boxes: open field farms. Figure 1a: Water sources applied for irrigation, sources of rinsing water and if 
analysis is performed on the applied water. Figure 1b: Preventive measures taken to prevent contamination 
routes, farm 3 and 4 were omitted because the use of borehole water. Figure 1c: Irrigation method/Applied 
water treatment. Y-axis: the number of farms. 
 
Six farms performed an annual microbial analysis of the water quality of the water they used. This 
was done because of the demand of an annual test result on “clean” water as defined by IKKB guide 
and needed if using the water at harvest for rinsing the lettuce crops. Two farms (one greenhouse 
and one open field farm) did not have any records about the water quality as one used borehole 
water of which it was assumed to be of potable water quality and the other used municipal tap 
water. With regard to the time interval between last irrigation event and harvest, in case of the 
greenhouse farms, irrigation was still happening at the same day of harvest during summer and two 
to four days before harvest in winter. For all open field farms, this time interval largely depended 
upon the weather conditions (Figure 3.1c) (the summer of 2012, when interviews and sampling were 
performed, was characterized by regular precipitation events).  
 
3.3.2 Microbiological data from the lettuce production: greenhouse versus 
open field farms 
From April 2011 to December 2012, a total of 844 samples were collected at eight farms (three crop 
production cycles per farm): 57 peat-soil seedling samples, 23 seedlings’ leaves samples, 264 lettuce 
crop samples (= 792 samples pooled by three), 276 soil samples (= 828 samples pooled by three), 120 
water samples, 48 workers’ hands and 56 transport boxes (chapter 2). The results for the greenhouse 
farms versus the open field farms are shown in table 2 and 3.  
All swabs for boxes and workers’ hands (except one sample) were below detection limit (respectively 
< 0.7 log CFU/50 cm² and 0.7 log CFU /25 cm²). E. coli was enumerated (0.7 log CFU/25 cm²) in only 
one sample of the hands of a worker of farm one.  
 
For the peat-soil of the seedlings and the samples of the field soil, no difference in E. coli class was 
found between the greenhouse and the open field farms (P > 0.05, FET) (Figure 3.2). In contrast, the 
E. coli load of the lettuce and the water was significantly different between the two production 
systems (P < 0.05, FET), as in approximately 99 % of the greenhouse lettuce samples, no E. coli was 
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Table 3.2: Results of greenhouse farms and open field farms for microbial indicators isolated from samples in 
primary production (indicators, in log CFU/g for samples of lettuce, soil and seedlings or log CFU/100 ml for 
water samples, pathogens, presence or absence /25 g for samples of lettuce, soil and seedlings or 1 l for 
water samples) with n: amount of samples. Median, minimum and maximum were calculated with the 
values when was the indicator was enumerated (i.e. E. coli > 0.7 log/g or > 0 log/100 ml, coliforms > 0 
log/100 ml, Enterococci > 0 log/100 ml) 
  Greenhouse farms Open field farms 
 
 n  Med min max n  med min max 
Lettuce TPAC 144 100% 6.3 5.0 8.5 120 100% 6.0 5.0 7.2 
 E. coli 144 1.4% 0.7 0.7 0.7 120 10% 1.0 0.7 2.0 
 Pathogens 48 8.4%    40 10%    
Seedling TPAC 12 100 % 6.2 5.1 6.9 11 100% 5.6 4.6 6.3 






11 9.1% 1.4 1.4 1.4 
soil seedling TPAC 28 100% 9.0 7.0 9 29 100% 8.0 6.1 9.3 
 E. coli 28 92.9% 1.7 0.7 3.7 29 100% 2.2 1.4 3.9 
 Pathogens 12 0%    11 0%    
Soil TPAC 144 100% 7.2 6.3 8.3 132 100% 7.1 6.0 8.9 
 E. coli 144 38.2% 1.2 0.7 2.9 132 34.8% 1.2 0.7 3.2 
 Pathogens 48 4.2%    44 9%    
water source TPAC 35 100% 5.0 2.7 7.2 33 100% 5.9 4.8 7.1 
 E. coli 35 48.6% 1.0 0 1.9 33 0% 2 1.0 3.6 
 Coliforms 35 31.4% 1.0 0 3.5 33 0% 2.3 1.0 4.1 
 Enterococci 35 45.8% 1.3 0 2.5 33 0% 1.9 0.6 3.6 
 Pathogens 35 20%    33 54%    
Water tap TPAC 36 100% 5.3 2.3 7.8 5 100% 6.7 5.8 7.7 
 E. coli 36 19.4% 1.1 0 1.7 5 0% 2 1.5 2.1 
 Coliforms 36 27.7% 0.7 0 2.1 5 0% 2.1 1.5 2.7 
 Enterococci 36 33.3% 0.9 0 2.3 5 0% 2.0 1.7 2.7 
 Pathogens 36 2.8%    5 20%    
Wash water TPAC 4 100% 5.5 4.3 6.4 7 100% 6.3 5.7 7.7 
 E. coli 4 75% 0 0 0.3 7 71.4% 0.9 0.8 1.5 
 Coliforms 4 75% 0.1 0 0.3 7 71.4% 1.2 0.9 1.45 
 Enterococci 4 50% 0.2 0 0.5 7 71.4% 0.6 0.3 1.0 










Table 3.3: Pathogen prevalence in the different samples in greenhouses and open field farms (H-2w: two 
weeks before harvest, H-1w: one week before harvest, H: at harvest). 
 
 n

















Lettuce (H-2w) 12 Campylobacter spp. 8.3%   
Lettuce (H-1w) 12 Campylobacter spp. 16.6%   
Lettuce (Harvest) 24 Campylobacter spp. 4.2%   
Soil 48 VTEC 4.2% vt1, eae  
Soil 48 VTEC 4.2% vt2, eae  
Water source 35 Salmonella spp. 2.9%   
Water source 35 VTEC 2.9% vt1, vt2, eae  
Water source 35 Campylobacter spp. 20%   












Lettuce (H-2w) 12 Campylobacter spp. 0.0%   
Lettuce (H-1w) 12 Campylobacter spp. 27.3%   
Lettuce (Harvest) 18 Campylobacter spp. 5.6%   
Soil 44 Salmonella spp. 2.4%   
Soil 44 VTEC 6.8% vt2, eae O157 
Soil 44 VTEC 6.8% vt1, vt2, eae O103, O157 
Soil 44 VTEC 6.8% vt1, eae O26 
Water source 33 VTEC 15.2% vt1, eae  
Water source 33 VTEC 15.2% vt1, eae O111 
Water source 33 VTEC 15.2% vt1, eae O26 
Water source 33 VTEC 15.2% vt1, vt2, eae  
Water source 33 VTEC 15.2% vt1, eae  
Water source 33 Campylobacter spp. 42.4%   
Water tap 5 Campylobacter spp. 20%   
Wash water 7 Campylobacter spp. 57.1%   
anumber of samples checked 
bPCR screening with Genedisc or method of Posse et al., (2008) 
VTEC: E. coli strains possessing the vtx-coding genes vt1 or vt2 and the intimin-coding gene eae 
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Figure 3.2: E. coli distribution between Greenhouses (gh) and Open Field Farms (of) for soil seedling (a), soil (b), lettuce (c) and water (d). E. coli distribution between the 
greenhouse farms and open field farms (1), between the four studied greenhouses (2) and between the four studied open field farms (3). * significant difference (P < 
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In 39.2 % of the greenhouse water samples, E. coli was below the detection limit, while 91.1 % and 
46.7% of the water samples of the open field farmers were higher than respectively 1 log CFU/100 ml 
and 2 log CFU/100 ml. The TPAC of the lettuce was significant higher for the greenhouse farms (6.33 
log CFU/g) compared to the open field farms (5.97 log CFU/g) (P < 0.05, t-test). Nevertheless, the 
microbiological relevance of 0.3 log difference might be restricted in terms of microbial quality.  
The pathogens (Campylobacter spp., EHEC and Salmonella spp.) were significantly more present in 
the water samples of the open field farms (46.7 %) compared to the greenhouse farms (12.0 %) (P < 
0.05, PC). Also for each other type of sample (soil or lettuce), the prevalence of pathogens was higher 
in the open field samples compared to the greenhouse farms, but not significantly. On the lettuce, 
only Campylobacter spp. (n = 4 /40 for greenhouses and n = 4/48 for open field) was detected, no 
EHEC or Salmonella spp. was found. Campylobacter spp. was present at most of the sampling 
moments on the lettuce, however, the presence at harvest is a problem (greenhouse 4.2%, open 
field 5.6%).  
Between the greenhouses, no statistical difference was observed between the E. coli classes (all P > 
0.05, FET) for the soil seedlings, the soil and the lettuce samples, as the same distribution was 
observed for all greenhouses (Figure 3.2). The water results of Farm 3 and 4 had a different 
distribution in contrast to the other two farms due to the difference in water source. The significant 
difference was reflected by the P value (P < 0.05, FET).  
A significant difference in E. coli class was found for all samples between the four open field farms (P 
< 0.05, FET) (Figure 3.2). This is reflected by the differences in distribution of the samples for the 
different farms. For example, the lettuce samples of farm 5 were all below detection limit, while E. 
coli was enumerated in approximately 20 % and 10 % of the samples for farm 6 and 8 respectively. 
 
As a conclusion, between the open field farms, a significant difference was found for E. coli levels 
between soil seedling, lettuce, soil and water. For the greenhouses, only a significant difference for 
the E. coli levels of the water. This reflects the more variable situation of the open field compared to 
greenhouses as open field is more vulnerable in terms of controlling hazards and risks. 
3.3.3 Impact of agricultural practices and management systems on the 
microbial quality 
There was no difference for the field soil samples at the start of the production between the farms 
who used commercial available organic pellets (farm 2, 4 and 7) and the farms who used inorganic 
fertilizer (farm 1, 3, 6 and 8) (P > 0.05, FET). Both organic and inorganic fertilizer were bought from 








farms that used either the organic pellets or inorganic fertilizer (P < 0.05, FET). However, no 
difference was observed for the soil samples between the farms that used organic dry pellets, 
inorganic fertilizer or cow manure when the samples were taken further in the crop production cycle 
(P > 0.05). 
Of the eight farms, two farms used borehole water as water source for irrigation, compared to the 
open well water of the other six farms. There was a significant higher amount of E. coli, coliforms, 
enterococci and TPAC present in the open well water compared to the borehole water (P < 0.05, MW 
and t-test for TPAC) (Figure 3.3a). Prevalence of pathogens was also lower in the borehole water 
compared to the open well water (Figure 3.3b).  
Three out of four greenhouse farms used a disinfection method of the water between source and tap 
(Figure 3.1). When disinfection was used, no pathogens were observed in the water sampled at the 
tap in contrast to the water samples at the source. A lower amount of E. coli and enterococci was 
observed in the tap water samples in contrast to a higher amount of TPAC in the tap water samples 
compared to the TPAC enumerations in the water at the source (Figure 3.3c). 
3.4 Discussion 
Overall, EU consumers expressed higher concerns about chemical, as compared with microbial 
contaminants (Kher et al., 2013). Therefore in Europe in fresh produce (including leafy greens) both 
at primary production, processing, and trade, a focus is in place on chemical hazards, mainly 
pesticides. In 2005, Regulation (EC) No. 396/2005 became effective, implying a harmonization of the 
MRLs for pesticides at the EU-level (Anonymous, 2005). EU Member States are obliged to ensure 
compliance with EU and national MRLs and have extensive monitoring programs in place for fruit and 
vegetables to check for compliance with the maximum pesticide residue levels in fresh produce. It 
resulted in the fact that standards and guidelines for primary production focuses on pesticide 
management. 
Still, in interviews performed on the farms one year after the 2011 EHEC crisis, limited awareness or 
knowledge on human enteric pathogens such as EHEC, Salmonella spp. or Campylobacter spp. as a 
potential hazards associated with lettuce were observed. Although, the 2011 discussion forum with 
European stakeholders in fresh produce supply chain (taking place before the event of the EHEC 2011 
crisis) mentioned bacteria as the first threat, followed by the viruses and the pesticides (Van Boxstael 
et al., 2013). Despite the increased awareness on microbial safety of fresh produce among 
consumers, retailers, fresh-cut processing industry, farmers associations, and competent authorities, 
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surveys such as the survey of the Netherlands of 2006-2007 on a variety of fresh produce and ready-










Figure 3.3: (a) and (b) Contamination of the different indicator bacteria and pathogens for bore hole water 
(farmer 3 and 4) and open well water. (c) Impact of water treatment on the indicator bacteria and pathogens 
for treated and untreated water for the three farms that used water treatment (farm 1, 3 and 4). Bars are 
the 95% confident interval. 
Overall individual national or regional surveys differ in both focus and sampling design making data 
comparison at the level of specific food-pathogen combinations inappropriate (EFSA, 2013a). In 
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auctions. Furthermore, at EU level the current microbiological criteria in place (a process criterion for 
E. coli and a food safety criterion for Salmonella spp. (but only for fresh-cut), described in EU 
2073/2005 Regulation (EC, 2005), are only applicable for pre-cut ready-to-eat vegetables and not 
applicable at harvest for primary production or whole crops being marketed. As a result, individual 
farmers rarely get complaints or questions about microbial food safety of lettuce. If complaints 
occurred, they were related to the visual quality with overall slightly more complaints being 
expressed to open field farms compared to the greenhouse farms.  
Although prevalence of pathogens such as Salmonella spp. and EHEC are overall very low (< 1%) 
(EFSA, 2013c; Pielaat et al., 2008), still in particular Salmonella spp. was identified as of high concern 
being associated with leafy greens outbreaks in the EU (EFSA, 2013a). No Salmonella spp. was 
isolated from lettuce, neither from greenhouse lettuce or open field lettuce, although Salmonella 
spp. was isolated from soil in open field and in the water source from a greenhouse. In addition, the 
present study showed a higher concern for presence of Campylobacter spp. in lettuce. This indicates 
the need for further elaboration of specific guidelines and control measures for leafy greens with 
regard to microbial hazards. For example, the water management checklist showed little knowledge 
on microbial quality of water used for irrigation or rinsing at harvest, and lack of guidelines on this.  
Greenhouses and open field farms differed in production environment. Greenhouses provide 
physical barriers against some sources of enteric bacterial contamination and therefor, little variation 
was observed. The most important contamination sources of enteric micro-organisms in the 
greenhouses were irrigation water and the introduction of peat-soil or dry organic pellet fertilizer, 
despite the fact that the fertilizer is treated and normally free of contamination. The open field farms 
might face additional routes of contamination such as introduction of enteric bacteria via 
neighboring livestock presence, wild animals, heavy rainfall or storm events causing runoff or 
flooding (Casteel et al., 2006; Kirezieva et al; 2013a; Oporto et al., 2008; Parker et al., 2010).  
Both greenhouses and open field farms suffered from high levels of contamination (up to 3.9 log CFU 
E. coli/g) of incoming peat-soil. Few reports document on the microbial contamination of the soil of 
the seedling. Salmonella spp. have been found in supposedly sterilized animal by-products used in 
potting mixes (McLaughlin, 2005) and also Legionella spp. have been recovered from peat-soil (Casati 
et al., 2009; Pravinkumar et al., 2010). The presence of high levels of E. coli (up to 2 log CFU/g) in the 
(initial) soil of the greenhouse farms could be explained by the highly contaminated peat-soil as the 
soil is mixed thoroughly after harvesting and in some cases the next day, the new seedlings were 
already planted. This has been the case to a lesser extent for the open field farms as the time 
between harvest and planting is minimal 2 to 3 weeks and the bacteria experienced more stress and 
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greenhouses which favours the survival of bacteria (Santamaria & Toranzos, 2003; Semenov et al., 
2007; Warriner et al., 2009).  
The lack of difference in E. coli presence in the soil between the farms that used organic fertilizer and 
those that used inorganic manure, suggested that properly handled and treated organic fertilizer, i.e. 
commercially available dry pellets, is effective and safe (Venglovsky et al., 2009). However, the higher 
E. coli content of the initial soil of farm 5 and the presence of three culture confirmed PCR EHEC 
signals on this farm is probably due to the fact that the farmyard cattle manure was improperly 
treated (Venglovsky et al., 2009). Untreated or improperly treated manure may harbour pathogenic 
bacteria such as Salmonella spp., E. coli O157 H7, Campylobacter jejuni, Yersinia enterocolitica and 
Clostridium perfringens and can contaminate the soil (Johannessen et al., 2005; Venglovsky et al., 
2009). Among the farms using inorganic fertilizer, only one positive sample of Salmonella spp. was 
found in the soil (farm 8). In contrast to greenhouse farms, the soil of an open field farm was stated 
to be more susceptible to contamination from outside (Kirezieva et al. 2013a). For example, the low-
lying field of farm 6 was flooded during heavy rainfall. This is probably the explanation for the peaks 
of E. coli in the soil (up to 3.5 log/g) and lettuce (up to 1.5 log/g) during sampling moments after 
heavy rainfall (Figure 3.4). 
In general, there was a higher risk in water supply for the open field farms compared to the 
greenhouse farms (Figure 3.1). The water source of farm 3 and 4 was different compared to the 
other six farms. Very low levels of fecal contamination and pathogens were detected in the borehole 
water during the current study (farm 3 and 4). Several studies confirmed our findings that borehole 
water can be contaminated with different kinds of micro-organisms such as E. coli, Salmonella spp. 
and Campylobacter spp. (Fong et al., 2007; Prudham, 2004; Richardson et al., 2009) However, 
borehole water is generally accepted to be of better quality because the water is more separated 
from contamination than surface water (Richardson et al., 2009). 
The other six farms used the cheaper alternative, rainwater collected in an (foiled) open well (surface 
water). Rainwater is freely available and harvesting may serve as an alternative solution due to the 
pressure on the borehole water (D’hooghe et al., 2007). The water control differed between the 
greenhouses and open field farms (Figure 3.1). The farms that used gradients to avoid contamination 
through runoff, were lower in microbial load. The historic presence of cattle near the open well of 
farm 5 resulted in a high prevalence (50 %) of EHEC in the open well water samples. The surface 
water of farm 7 contained rainwater and another unknown source which was flowing in the open 
well which was not elevated. The lack of control of the water was reflected by the high prevalence of 
pathogens detected in the water (66 %). The other farm (farm 6) that used no gradients suffered also 
from high amounts of pathogens in the water as water source, water tap and wash water showed 





















Figure 3.4: Impact of precipitation (mm) and temperature (°C) on the presence of indicator bacteria in soil 
and lettuce during the three visits of farm 6. Starting in the 20st week with visit 1 up to the 37 week of 2012 
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Furthermore, three out of four greenhouse farms used always a water treatment system, farm two 
only in winter (Figure 3.1). Water treatment can be used when a contaminated source is used or to 
tackle the biofilm in the irrigation pipes (Bichai et al., 2012; Norton-Brandão et al., 2013). However, 
according the farms, the purpose of the treatment was mainly focused to eliminate plant diseases in 
the greenhouses such as bacterial midrib rot, caused by Pseudomonas cichorii instead of eliminating 
human pathogens (Cottyn et al., 2009; Pauwelyn et al., 2011). As it is suggested that P. cichorii is 
most likely introduced into the greenhouse via contaminated irrigation water (Cottyn et al., 2011). 
Midrib rot is an emerging disease especially for the greenhouse production systems as the highest 
incidence of midrib rot occurs in autumn with prolonged periods of wet and darker weather (Cottyn 
et al., 2011). As a side effect of avoiding plant diseases, the water treatment was able to significantly 
reduce the E. coli, enterococci and coliform levels in the water (P < 0.05, Wilcoxon). 
 
The pathogen prevalence was also reduced. This reduction could be expected from UV or chlorine as 
a treatment (Bichai et al., 2012; Gil et al., 2009). In contrast, an increase in TPAC was observed 
between the source and the tap water. This could be explained by the possible biofilm formation in 
the pipelines as disinfection or maintenance is only done annual for most farms (Hallam et al., 2001; 
Szewzyk et al., 2000).  
All farms used sprinkler irrigation (Figure 3.1). It is known that subsurface or drip irrigation lowers the 
risk of transfer to growing plants by minimizing the exposure of the irrigated water to the crop 
compared to the used sprinkler irrigation (Enriquez et al., 2003; Hamilton et al., 2006; Oron et al., 
1992; Song et al., 2006). However, the (investment) cost for a drip irrigation system is significantly 
higher compared to sprinkler irrigation (Verbeten, 1998). On every occasion that Campylobacter spp. 
was detected on the lettuce, the Campylobacter spp. was also isolated from the irrigation water 
which suggested the water as the possible source for contamination of the lettuce. These findings 
are supported by several publications which confirm that water used for irrigation can transfer 
human pathogens to a variety of growing leafy vegetables and herbs (Amoah et al., 2006; Erickson et 
al., 2010; Lapidot & Yaron, 2009; Melloul et al., 2001; Solomon et al., 2003; Song et al., 2006) and 
cause outbreaks (Greene et al., 2008; Soderstrom et al., 2005).  
At harvest, lettuce was primary rinsed to remove dirt, soil and to reduce to some extent microbial 
load (James, 2006; Jawahar & Ringler, 2009). Though water is a useful tool for reducing potential 
contamination, rinsing water of insufficient quality has the potential to be a direct source of 
contamination and a vehicle for spreading contamination (Allende et al., 2008; Luo, 2007). Although 
three farmers claimed to use potable water quality for rinsing (Figure 3.1), only farm 4 satisfied 
potable water quality (Anonymous, 2002b). The rinsing water of farm 6 and 7 tested positive for 








transported to the auction or processing company. E. coli and pathogen contamination must be 
avoided. 
Greenhouses irrigated in the summer months at the day of harvest (Figure 3.1) increasing the risk of 
pathogen presence at harvest, in particular because microbial water quality of irrigation water is 
unknown (and at present also not subject to legislation or microbial guidelines). It is recommended 
to increase the interval from the time of irrigation to the point of harvest significantly due to the 
decreased likelihood that the pathogen would be present in the harvested product (Fonseca et al., 
2011; Moyne et al., 2011). Ottoson et al. (2011) did a QMRA in Sweden and found that waiting times 
of 1, 2, 4 and 7 day(s) reduced the risk for E. coli O157 contamination with 3, 8, 8 and 18 times 
respectively. 
Although no difference in contamination was found for the field soil and peat-soil samples between 
greenhouse and open field farmers, there was a lower E. coli contamination of the lettuce for the 
greenhouses but a higher TPAC level was observed. The lettuce of the open field farms was exposed 
to higher UV radiation which probably lowers the microbial load. This is the most plausible reason for 
the significant lower TPAC on the lettuce of the open field farms. Under clear skies, UV light can 
effectively kill microbes (Yaun et al., 2003). The amount of UV at the surface results from ozone 
concentrations in the upper troposphere and lower stratosphere, cloud cover and the aerosol type, 
content and distribution (Penner et al., 1999). 
On the other hand the flooding and lack of stability and control of the watering process had a 
negative impact on the contamination level of the open field farms. Increased rainfall or irrigation, 
increased the chance of flooding or splashing of (contaminated) soil on the vegetables compared to 
the regular vaporization of irrigation water used in the greenhouses (Cevallos-Cevallos et al., 2012; 
Franz et al., 2008; Girardin et al., 2005; Ntahimpera et al., 1999; Pietravalle et al., 2001). 
However, there was less need of irrigation in the open fields due to the regular sufficient amounts of 
precipitation in the summer of 2012 (Figure 3.4). An additional reason for the higher fecal 
contamination of soil, lettuce and water for the open field farms was the timing of the sampling. All 
open field farms were sampled during the warmer months (May to September) when the prevalence 
of pathogens was naturally higher compared to the greenhouses which were sampled during the 
whole year (Chapter 2). 
 
The combination of an interview, water management checklist and microbiological data enabled to 
get insight into the quality and safety of lettuce and the agricultural and management practices of 
lettuce production in the region of West Flanders, Belgium. Overall, the farms were implementing 
national guidelines. Although there was knowledge and control of phytosanitary aspects and plant 
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The focus of the present national guidelines is in particular on pesticides use with full registration and 
documentation in place and generic on the appropriate use of field preparation, use of fertilizers and 
water, personnel hygiene and cleaning and maintenance of equipment. There is a need for improved 
national guidelines with more focus on the risk of human enteric pathogens, stressing the need of 
hand washing, personnel hygiene and a better guidance and communication on in particular the 
source, quality, testing frequency, treatment and use of irrigation water and method of irrigation, the 
construction and maintenance of irrigation water reservoirs as well as to highlight the potential 
impact of contextual factors such as climatic conditions, animal activity on neighboring fields, etc. 
The open field farms showed higher prevalence of pathogens and E. coli and more variability in E. coli 
contamination levels compared to the greenhouse farms probably because of the additional external 
contamination sources and the sampling being conducted in the summer period. However, in 
general, the greenhouse farms did more effort to avoid microbiological contamination especially 
their control of irrigation water quality and protection of reservoirs from external contamination was 
more advanced due to application of water treatment and precautions such as preventing vegetation 
and animals around the reservoirs and the use of elevated ditches to avoid introduction of runoff 
water. 
Knowing that 45 % of the water source samples from the farms without water treatment contained a 
pathogen, the absence of a water treatment system can have detrimental consequences – in 
particular for lettuce production in open fields - when more irrigation is necessary through dry and 
sunny weather. The importance of the water quality for the rinse step at harvest is also an essential 
point whereas it was noted that most farmers did not use potable water or had no guarantees on the 
cleanliness of the water used. It can be this rinsing step that poses a risk for at harvest introduction 
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Chapter 4 Moderate Prevalence of Antimicrobial resistance in 
E. coli isolated from lettuce, irrigation water and soil 
4.1 Abstract 
Fresh produce is known to carry nonpathogenic epiphytic micro-organisms. During agricultural 
production and harvesting, leafy greens can become contaminated with antibiotic resistant 
pathogens or commensals from animal and human sources. As lettuce does not undergo any 
inactivation or preservation treatment during processing, consumers may be exposed directly to all 
of the (resistant) bacteria present. In this chapter, it was investigated whether lettuce or its 
production environment (irrigation water, soil) is able to act as a vector or reservoir of antimicrobial-
resistant Escherichia coli. Over a 1-year period, eight lettuce farms were visited multiple times and 
740 samples, including lettuce seedlings (leaves and soil), soil, irrigation water, and lettuce leaves 
were collected. From these samples, 473 isolates of Escherichia coli were obtained and tested for 
resistance to 14 antimicrobials. Fifty-four isolates (11.4%) were resistant to one or more 
antimicrobials. The highest resistance rate was observed for ampicillin (7%), followed by cephalothin, 
amoxicillin-clavulanic acid, tetracycline, trimethoprim, and streptomycin, with resistance rates 
between 4.4 and 3.6%. No resistance to amikacin, ciprofloxacin, gentamicin, or kanamycin was 
observed. One isolate was resistant to cefotaxime. Among the multiresistant isolates (n = 37), 
ampicillin and cephalothin showed the highest resistance rates, at 76 and 52%, respectively. E. coli 
isolates from lettuce showed higher resistance rates than E. coli isolates obtained from soil or 
irrigation water samples. When the presence of resistance in E. coli isolates from lettuce production 
sites and their resistance patterns were compared with the profiles of animal-derived E. coli strains, 
they were found to be the most comparable with what is found in the cattle reservoir. This may 








The emergence, propagation, accumulation, and maintenance of strains of antimicrobial resistant 
(AR) pathogenic bacteria have become a worldwide health concern in human and veterinary 
medicine (Anderson, 1999; Levy and Marshall, 2004). The rise of antimicrobial resistance is due to 
the usage of antimicrobials for the treatment of human, animal and plant diseases (Gustafson and 
Bowen, 1997; McManus et al., 2002; Stockwell and Duffy, 2012). The use of antimicrobials selects for 
resistance not only in pathogenic bacteria but also in commensal bacteria (van den Bogaard and 
Stobberingh, 2000). As a result, the commensal population of an individual gives a good reflection of 
the selective pressure exerted by the use of antimicrobial agents in the environment of the 
population (van den Bogaard and Stobberingh, 1999). By using indicator bacteria, misjudging or 
overestimating resistance levels may be minimized (Lester et al., 1990; van den Bogaard and 
Stobberingh, 1999). Moreover these commensal bacteria may serve as a source for resistance genes 
that can easily be transferred to pathogens. Therefore, the level of antimicrobial resistance in E. coli 
is a useful indicator for resistance levels expected in pathogenic bacteria (Saenz et al., 2001; van den 
Bogaard and Stobberingh, 2000). 
Antimicrobial resistant bacteria and antimicrobial resistance genes can be exchanged between the 
animal reservoir and the human reservoir (Aarestrup et al., 2008; van den Bogaard and Stobberingh, 
1999; Wooldridge, 2012). This can be a consequence of direct contact with animals or their 
environment or through indirect contact through the food chain (McGowan et al., 2006).  
Many studies concerning the presence of antimicrobial resistance in several animal-producing 
environments such as sheep, cattle, swine, or broiler farms have been conducted (Dai et al., 2008; 
Dewulf et al., 2007; Enne et al., 2008; Knezevic and Petrovic, 2008; Lanz et al., 2003; Lim et al., 2007; 
Persoons et al., 2011; Persoons et al., 2012; Varga et al., 2008). However, only few publications are 
available whether vegetables or the producing environment can act as a carrier or reservoir for 
antimicrobial resistance (Duffy et al., 2005; Ruimy et al., 2010). 
Fresh vegetables normally carry natural non-pathogenic epiphytic micro-organisms, but during 
growth, and harvesting, the produce can become contaminated with pathogens or commensals from 
animal and human sources (Beuchat, 2006; James, 2006; Steele and Odumeru, 2004). Contamination 
of produce can occur in the field by contaminated soil, by exposure to contaminated water (e.g., by 
crop irrigation, application of pesticides or flooding) or by deposition of feces by livestock or wild 
animals (Brackett, 1999; Brandl, 2006; Ingham et al., 2005; Johannessen et al., 2005; Solomon et al., 
2002; Tournas, 2005). Fecal bacteria are able to survive for extended periods in soils (Islam et al., 








(Chalmers et al., 2000; Steele and Odumeru, 2004), and thereby provide potential inoculum for 
contamination.  
As lettuce is grown close to the soil, lettuce has more chance to get contaminated than vegetables 
that grow above the soil (Doyle and Erickson, 2008). Furthermore, as lettuce does not undergo any 
inactivation or preservation treatments during processing, the consumer may be exposed directly to 
all (resistant) bacteria present. Therefore the aim of chapter 4 was, to check whether lettuce or its 
production environment is able to act as a vector or reservoir of antimicrobial resistant bacteria.  
4.3 Material and Methods 
4.3.1 Selection of farms and collection and sampling of samples and isolation of 
bacteria 
The selection of the farms, the sampling plan and the sampling of the seedlings, peat-soil, field soil, 
lettuce and water was according 2.2.1, 2.3.2 and 2.3.3 respectively.  
The incubated RAPID’E. coli 2 chromogenic medium was investigated for typical E. coli colonies and a 
maximum of three colonies of each sample were selected from the plate. The isolates were tested by 
indole and oxidase tests for biochemical confirmation of E. coli (ISO, 2000a). Only if no typical 
colonies were present by the enumeration method (limit of detection being < 0,7 log CFU/g), E. coli 
colonies were isolated from the buffered peptone water enrichment (used for the enumeration of 
EHEC) by means of a four-by-four streak (20 µl) on RAPID’E. coli 2 chromogenic media.  
The collected E. coli colonies (346 isolates obtained by enumeration method, 253 colonies obtained 
by detection method) were stored on TSA slants at 4°C until they were tested for antimicrobial 
susceptibility. 
4.3.2 Antimicrobial Susceptibility Testing 
Antimicrobial susceptibility testing was carried out by the Kirby–Bauer disk diffusion method on 
Mueller–Hinton agar plates as recommended by the Clinical and Laboratory Standards Institute 
(Clinical and Laboratory Standards Institute, 2008). The following antimicrobials were tested, with 
their potency between brackets: amikacin (30 µg), amoxicillin/clavulanic acid (20/10 µg) (AMC), 
ampicillin (30 µg) (AMP), cefotaxime (30 µg) (CEF), cephalothin (30 µg) (CEP), chloramphenicol (30 
µg) (CLR), ciprofloxacin (5 µg) (CIP), gentamicin (10 µg) (GEN), kanamycin (30 µg) (KAN), nalidixic acid 
(30 µg) (NAL), streptomycin (10 µg) (STR), sulfonamides (240 µg) (SULFA), tetracycline (30 µg) (TET), 
trimethoprim (5 µg) (TRIM). After 18 h of incubation, the E. coli isolates were classified as susceptible 
or resistant according to the clinical interpretative criteria, recommended by CLSI (Rosco, 2011). In 







were considered as resistant. A total of 599 E. coli colonies were tested for antimicrobial 
susceptibility. When E. coli isolates from the enrichment sample were included for antimicrobial 
susceptibility testing (only in case no E. coli could be enumerated), the isolated E. coli colonies could 
have originated from the same bacterial strain. In that case, only E. coli isolates with different 
antimicrobial resistance patterns were included in the results (Osterblad et al., 1999). This resulted in 
a total of 473 colonies (Table 4.1). 
SPSS statistics 20 and Microsoft Excel were used for statistical analysis. The chi² was used to analyze 
differences in the frequency of resistance between isolates obtained from greenhouses, those from 
open field farms, those from different farms and those from different samples. Because of the low 
prevalence of antimicrobial resistance among the E. coli isolates, logistic regression did not provide 
any additional output.  
4.4 Results  
4.4.1 Prevalence of E. coli 
The survey resulted in a total of 473 E. coli isolates obtained from the 740 samples gathered during 
the sampling period, with 66 isolates from seedling peat-soil, only 3 isolates from seedling leaves, 
171 isolates from surrounding soil, 161 isolates from irrigation water, and 72 isolates from the 
lettuce leaves. This is displayed in detail in Table 4.1.  
4.4.1 Antimicrobial susceptibility 
The results of in vitro susceptibility testing of all E. coli isolates from different sources are shown in 
Table 4.2. No distinction is made between the different sources of water because of the low 
prevalence of resistance (open-well water, 8.4 %; groundwater, 5.6 %). Fifty-four (11,4%) of 473 
isolates were found to be resistant to one or more of the antimicrobial agents tested. Only one of the 
473 isolates was resistant to nalidixic acid (NAL), and another one was resistant to cefotaxim. 







Table 4.1: Prevalence of E. coli in lettuce primary production environment  






























Farm 1 7 9 36 17 36 10 3 0 18 18 
Farm 2 7 8 36 15 36 6 3 0 21 24 
Farm 3 7 11 36 24 36 5 3 0 18 12 








Farm 5 2 3 24 16 18 3 3 0 9 3 
Farm 6 9 9 36 27 36 21 3 0 14 37 
Farm 7 9 9 36 23 36 12 3 0 12 31 
Farm 8 9 9 36 22 30 10 3 3 10 30 
Total (n = 473) 57 66 276 171 264 72 24 3 120 161 
% Enumerable E. coli samples
c
 96.5 36.6 5.3 4.3 59.2 
Range: minimum – maximum 
(log CFU/g or 100 ml) 
< 0.7 - 3.9 < 0.7 - 3.2 < 0.7 - 2.0 < 0.7 - 1.4 < 0 - 3.6 
anumber of samples, bnumber of isolates, c corresponds to proportion of samples exceeding the detection limit for enumeration of E. coli (50 CFU/g or 0.7 log CFU/g for solid samples and 1 CFU/100 ml or 0 log 










The prevalence of amoxicillin/clavulanic acid, cephalothin, tetracycline and trimethoprim resistance 
was between 4 and 4.5%, followed by the prevalence of streptomycin (3.6%), sulfamethizole (3.0%), 
and chloramphenicol (1.9%) resistance.  
There were no E. coli isolates with reduced susceptibility to the aminoglycosids amikacin, kanamycin, 
gentamycin and the quinolone ciprofloxacin. 
Of the 54 antimicrobial resistant E. coli isolates, 37 were found to be multiresistant (Table 4.3). 
Ampicillin was present in approximately 75% of the multiresistant isolates. Amoxicillin/clavulanic acid 
and cephalotin accounted for approximately 50%. The most frequently observed pattern found in the 
multiresistant isolates was the combination of amoxicillin/clavulanic acid – ampicillin– cephalothin 
resistance (n = 9) (Table 4.3). Four isolates were resistant to seven antimicrobial agents.  
A significant difference in antimicrobial resistance was observed between E. coli isolates obtained 
from soil, water, and lettuce in greenhouse farms and those obtained from open field farms 
(percentage of resistant isolates, 13 and 8.9% in greenhouse and open field farms, respectively; P < 
0.05). A difference was also observed in the prevalence of antimicrobial resistance in seedling peat-
soil E. coli isolates from greenhouse farms (27.8%) and those from open field farms (3.3%). The 
prevalence of resistant isolates was significantly higher on lettuce leaves (22.2%) than in the 
surrounding soil (8.8%, P < 0.05) or in irrigation water (7.5%, P < 0.05).  
4.5 Discussion 
In this chapter, E. coli was isolated from both environmental (water and soil) samples and food 
samples (lettuce leaves) taken at the primary production stage during multiple farm visits at various 
points in the lettuce crop cycle throughout the year. This is in contrast to the majority of studies on 
antimicrobial resistance in E. coli that have used isolates obtained from fecal samples at animal 
production facilities or from food of animal origin (Butaye, 2013; Casteleyn et al., 2006).  
The presence of elevated numbers of E. coli bacteria in vegetable food products is an indicator of 
improper sanitary treatments and fecal contamination with an increased probability of having 
zoonotic pathogens present (Gerba, 2009; Savichtcheva and Okabe, 2006). Lettuce farms need to try 
to restrict the presence of E. coli in irrigation water, in planting soil, and on the marketable lettuce 
crop by using “good agricultural practices” (Codex Alimentarius, 2003b; GlobalGap, 2012). This might 
explain why no E. coli bacteria could be enumerated in the majority of the samples (67% of all 
samples) and in 95 % of the lettuce samples (< 0.7 log CFU/g or < 0 log CFU/100 ml). However, levels 









Table 4.2: Prevalence of antimicrobial resistant Escherichia coli isolated from lettuce (n = 72), soil (n = 171), peat-soil of the seedling (n=66) and irrigation water (n = 









(n = 46) 
soil 




(n = 88) 
soil seedling 
(n = 66) 
water 
(n = 161) 
total 
(n = 473) 
  n % n % n % n % n % n % n % n % n % 
Amikacin 30 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
Amoxicillin + 
clavulanic acid 
20/10 8 11.1 5 19.2 3 6.5 8 4.7 3 3.6 4 4.5 1 1.5 3 1.9 20 4.2 
Ampicillin 30 11 15.3 6 23.1 5 10.9 12 7.0 8 9.6 4 4.5 3 4.5 7 4.3 33 7.0 
Cefotaxime 30 0 0.0 0 0 0 0 0 0 0 0 0 0 1 1.5 0 0 1 0.2 
Cephalothin 30 10 13.9 6 23.1 4 8.7 6 3.5 3 3.6 3 3.4 2 3.0 3 1.9 21 4.4 
Chloramphenicol 30 1 1.4 0 0 1 2.1 2 1.2 0 0 2 2.3 2 3.0 4 2.5 9 1.9 
Ciprofloxacin 5 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
Gentamicin 10 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
Kanamycin 30 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 
Nalidixan 30 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0.6 1 0.2 
Streptomycin 10 4 5.6 0 0 4 8.7 3 1.8 2 2.4 1 1.1 5 7.6 5 3.1 17 3.6 
Sulfonamides 240 4 5.6 1 3.8 3 6.5 3 1.8 2 2.4 1 1.1 2 3.0 5 3.1 14 3.0 
Tetracycline 30 5 6.9 2 7.7 3 6.5 3 1.8 2 2.4 1 1.1 4 6.1 8 5.0 20 4.2 









Table 4.3: Antimicrobial resistance pattern of Escherichia coli isolates from lettuce, soil and irrigation water 








most frequent pattern (n) 
0 419 88.6 - 
1 17 3.6 AMP10 (4) 
2 5 1.1 STR10, TRIM5 (2) 
   AMP10, CEP30 (2) 
3 20 4.2 AMC30, AMP10, CEP30 (9) 
4 3 0.6 AMP10, SULFA, TET30, TRIM5 (2) 
5 2 0.4 AMC30, AMP10, STR10, SULFA, TRIM5 (1) 
   AMP10, STR10, SULFA, TET30, TRIM5 (1) 
6 3 0.6 AMP10, CLR30, STR10, SULFA, TET30, TRIM5 (3) 
7 4 0.8 AMC30, AMP10, CEP30, STR10, SULFA, TET30, TRIM5 (2) 
   AMP10, CEP30, CLR30, STR10, SULFA, TET30, TRIM5 (2) 
total isolates 473 100  
 
This is in agreement with other publications reporting E. coli enumeration prevalence of only 0.3% 
(Schwaiger et al., 2011), 1.6% (Mukherjee et al., 2004) and 8.2% (Boraychuk et al., 2009) on all kinds 
of different fresh vegetables, such as lettuce, tomatoes and onions. 
Significantly more samples with higher E. coli levels (> 1 log CFU/g) were obtained from the open 
field farms than from greenhouse farms. This could be expected, as greenhouses are more isolated 
from environmental influences that can cause contamination (Chapter 3). In particular, if vegetables 
are grown in open fields next to an animal-rearing operation, there is the possibility that produce will 
be contaminated by animals (Jay et al., 2007). Possible fecal (and thus E. coli) contamination is 
further enhanced by precipitation and runoff water from neighboring (pasture) fields along with 
possible flooding of the field with contaminated surface water (Casteel et al., 2006; Curriero et al., 
2001; Rose et al., 2001). Notwithstanding the more frequent isolation of enumerable E. coli in 
samples from open field farms, the antimicrobial resistance rate was significantly lower in E. coli 
isolates from open field samples (17%) than in those from greenhouse samples (30%) (P < 0.05). This 
could be attributed to the finding that the number of resistant E. coli isolates was significant higher in 
the seedling peat-soil used in the greenhouses (P < 0.05). Almost 40% of the E. coli isolates from the 
seedling peat-soil samples used to set up the lettuce crop production in the greenhouses was shown 
to carry antimicrobial resistance genes, compared to only 3% of the E. coli isolated from the peat-soil 
of seedlings being used for the open field farms (P < 0.05). The reason for this increased percentage 
of resistant E. coli isolates is unclear, as no significant difference in the enumeration of E. coli 
between the difference nurseries that produced the seedlings (peat-soil) was observed (P > 0.05). 








large amounts of antimicrobial resistance genes (Sengelov et al., 2003), and manure management 
influences the environmental fate of the resistance (Baquero et al., 2008). For example, high-
intensity management (amending, watering, and turning) is more effective in reducing the 
prevalence of antimicrobial resistance genes than low-intensity management (no amending, 
watering, or turning) (Storteboom et al., 2007).  
No difference in antimicrobial resistance rates between greenhouses and open field farms was 
observed in E. coli isolates obtained from soil and irrigation water samples (P > 0.05). A significantly 
higher number of antimicrobial resistant E. coli isolates was retrieved from the lettuce leaves than 
from soil or irrigation water (P < 0.05). It is remarkable that although lettuce leaves had far fewer 
isolates than either soil or water samples, the proportion of resistant E. coli was much higher. A 
potential explanation might be that the susceptible isolates from soil and water were all clonal and 
diluted the percentage of resistant isolates. Further research on this topic would be very valuable, as 
it might possibly help to find out which processing steps and/or environmental factors have a major 
effect on the prevalence of resistant bacteria.  
The E. coli contamination of a lettuce primary production environment is complex, as there is usually 
no direct contact with farm animals (there were no farm animals present on the lettuce production 
farms sampled). E. coli is established as a fecal contaminant of zoonotic origin in the lettuce primary 
production environment. Furthermore, it is known that cattle, swine, broiler, and wild animals show 
higher prevalences of (multiple) antimicrobial resistance E. coli strains (Table 4.4 and Figure 4.1) than 
the overall low prevalence of antimicrobial resistant E. coli isolates obtained in this chapter (11.4%).  
This lower level of resistance may be the result of reversibility of the antimicrobial resistance or 
negative selection toward multiresistant plasmids in the absence of the antimicrobial pressure or a 
dilution (Andersson and Hughes, 2011; Guenther et al., 2010; Knezevic and Petrovic, 2008; Osterblad 
et al., 1999; Persoons et al., 2010). 
The chapter confirmed previous results stating that antimicrobial resistant bacteria may be present 
on vegetables. However, in most cases, a direct comparison of studies is difficult because of the 
different type of samples involved, the different scopes of bacterial species targeted, the different 
methods for strain isolation used, or the different antimicrobials tested (Boehme et al., 2004; Hassan 
et al., 2011; Johnston and Jaykus, 2004; McGowan et al., 2006; Osterblad et al., 1999; Schwaiger et 
al., 2011). The results of chapter 4 can only be compared to the few other studies that focused on 
antimicrobial resistance testing of Enterobacteriaceae isolates from fresh vegetables (Hassan et al., 








Table 4.4: Antimicrobial resistance of Escherichia coli isolates obtained from the lettuce primary production compared to the resistance of Escherichia coli isolates 
obtained from animal primary production or surface water in Belgium 
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Figure 4.1: Comparison of multiple resistance patterns among E. coli isolates obtained from various animal species, surface water and lettuce primary production 

























For example, Osterblad et al. (1999) and Schwaiger et al. (2011) found in agreement with our 
study, no amikacin, gentamicin or ciprofloxacin resistance in Enterobacteriaceae isolates from fresh 
vegetables. In our study, only one isolate was resistant to nalidixic acid, which corresponds to the 
100 % susceptibility detected by Osterblad et al. (1999). Hassan et al. (2011) also observed low 
resistance to kanamycin in E. coli isolates from fresh vegetables. In our survey, the highest 
antimicrobial resistance rates were observed for ampicillin, amoxicillin/clavulanic acid, cephalothin, 
streptomycin, tetracycline, trimethoprim and sulfamethizol. This corresponds to other studies that 
showed, in general, the highest levels (if tested) of resistance to those antimicrobials. Only with 
sulfamethoxazole-trimethoprim (SXT) and streptomycin were highly variable resistance results 
obtained, the resistance rate was quite high (50%) in some cases and low (0%) in others (Hassan et 
al., 2011; Osterblad et al., 1999; Schwaiger et al., 2011). In recent studies, a high prevalence of 
resistance to the third-generation cephalosporin cefotaxime (Hassan et al., 2011; Schwaiger et al., 
2011) was observed, in contrast to this study, where only one isolate showed resistance. 
The results from the present study on antimicrobial resistance of E. coli isolates obtained 
from the plant primary-production side were compared to other Belgian data available for 
antimicrobial resistance rates in E. coli isolates from animal production sources such as poultry, 
cattle, pig, and hares, as well some available data from E. coli isolates obtained from surface water 
(Table 4.4) (Butaye, 2013; Casteleyn et al., 2006; Persoons et al., 2010). Antimicrobial resistance 
varied greatly among the different sources of E. coli isolates. The antimicrobial resistance of 
commensal E. coli is the highest in poultry, followed by pigs and cattle. Veal calves showed 
remarkably higher resistance than cattle, with resistance percentages similar to those of pigs and for 
some comparable to those of poultry. The resistance pattern of the plant production environment 
was closest to that of cattle isolates, as the highest antimicrobial resistance rates were also noted for 
ampicillin, streptomycin, tetracycline, trimethoprim, and sulfamethizole. In comparison to the E. coli 
strains isolated from animal production facilities, E. coli strains isolated from the vegetable 
production chain had a lower overall rate of resistance to almost all of the antimicrobials 
investigated, which has also been noted by others (Osterblad et al., 1999; Schwaiger et al., 2011).  
Because of the EU ban in 1994, chloramphenicol has not been used in nearly 20 years in EU Member 
States, including Belgium (Anonymous, 1990, Schwaiger et al., 2011). However, the percentages of 
the E. coli isolates from both animal production (14 to 50%) and plant production facilities, as 
established in the present study (2%), showed that chloramphenicol resistance were still remarkable. 
Also, the study of Osterblad et al. (1999) noted chloramphenicol resistance in 12% of the 
Enterobacteriaceae isolates obtained from vegetables 
The percentage of resistance to multiple antibiotics occurring among the E. coli isolates was 







Furthermore, dependent on the animal species, a different multiresistant pattern was observed 
(Butaye, 2013; Casteleyn et al., 2006; Jiang et al., 2011; Knezevic and Petrovic, 2008; Lim et al., 2007; 
Persoons et al., 2010) (Figure 4.1). When the resistance patterns were compared with animal 
profiles, the closest resistance pattern found was the pattern of cattle. This may suggest that cattle 
are a potential reservoir of antimicrobial resistant E. coli strains in plant primary production. 
Raw foods of animal origin, often studied and known to carry antibiotic resistant commensal 
E. coli or zoonotic pathogenic bacteria, are most of the time heat treated or subjected to an 
equivalent processing technique to inactivate micro-organisms before consumption. The transfer of 
antimicrobial resistant bacteria in those type of foods to humans is probably minimal (Wang et al., 
2012). Exposure is still possible because of cross-contamination in the kitchen (Depoorter et al., 
2012). However, the present study and also other studies have revealed an antibiotic resistance pool 
in foodborne commensal bacteria in many ready-to-consume food products (Bezanson et al., 2008; 
Ruimy et al., 2010; Schwaiger et al., 2011). Because many of these foods (including fresh produce 
such as lettuce) are directly consumed without further processing, antimicrobial resistant bacteria 
can be directly transmitted to humans through daily food intake (Wang et al., 2012). As there is a 
potential to pass resistances to other bacteria, including those normally present in the human 
gastrointestinal tract, ready-to-eat foods such as fresh produce may serve as a vehicle for expanding 
the pool of antibiotic resistances available to (pathogens or other) bacteria inhabiting humans 
(Bezanson et al., 2008). If these resistance genes are transferred to human pathogenic bacteria, 
infections may become more difficult to treat. Although assessments of exposure to antimicrobial 
resistant E. coli through consumption of meat (via undercooking or cross-contamination) have been 
published (Depoorter et al., 2012; Presi et al., 2009), transmission via vegetable consumption has not 
been considered because of a lack of data on prevalence of resistant E. coli in vegetable production. 
This chapter can fill this data gap.  
 
4.6 Conclusion 
This chapter determined the presence of antimicrobial resistant E. coli on vegetables and in a 
vegetable production environment, illustrated by the case study of lettuce. It proved that vegetables 
may act as a reservoir and vector for antimicrobial resistance. It can be highlighted that E. coli 
isolates from the lettuce crop showed a higher antimicrobial resistance rate than those from soil or 
irrigation water samples. The percentage of multiresistance to antibiotics among the E. coli isolates is 
lower than that in other publications involving E. coli isolates from a variety of animal species. The 








contamination, as the presence of resistance and resistance patterns with animal profiles are the 
most comparable to what is found in cattle. Because fresh produce such as lettuce are directly 
consumed without further microbial inactivation treatment, it may contribute directly to human 
exposure to antimicrobial resistant bacteria. This study emphasizes the need for “good agricultural 
practices” to keep fecal contamination and E. coli levels low. To reduce the probability not only of 
exposure to human-pathogenic zoonotic bacteria but also of exposure to antimicrobial resistant 













Insight in prevalence and distribution of microbial contamination to 







Holvoet, K., Jacxsens, L., Sampers, I., Uyttendaele, M. 2012. Insight in prevalence and distribution of 












Chapter 5 Insight in prevalence and distribution of microbial 
contamination to evaluate water management in fresh 
produce processing industry 
 
5.1 Abstract 
This chapter provided insight into the degree of microbial contamination in the processing chain of 
pre-packed (bagged) lettuce in two Belgian fresh-cut processing companies. The pathogens 
Salmonella spp. and Listeria monocytogenes were not detected. Total psychrotrophic aerobic counts 
(TPACs) in water samples, fresh produce and environmental samples suggested that TPAC is not a 
good indicator of overall quality and best manufacturing practices during production and processing. 
Because of the high TPACs in the harvested lettuce crops, the process water becomes quickly 
contaminated, and subsequent TPACs do not change much throughout the production process of a 
batch. 
The hygiene indicator E. coli was used to assess the water management practices in these two 
companies in relation to food safety. Practices such as insufficient cleaning and disinfection of 
washing baths, irregular refilling of the produce wash baths with water of good microbial quality, and 
the use of high product/water ratios resulted in a rapid increase of E. coli in the processing water, 
with potential transfer to the end product (fresh-cut lettuce). The washing step in the production 
process of fresh-cut lettuce was identified as a potential pathway for dispersion of micro-organisms 
and introduction of E. coli to the end product via cross-contamination. An intervention step to reduce 
microbial contamination is needed, particularly when no sanitizers are used as is the case in some EU 
countries. Thus, from a food safety point of view proper water management (and its validation) is an 








Water used in direct contact with food products must be potable water according to EU Hygiene 
Regulation (EC) 852/2004 (Anonymous, 2004). The regulation stipulates further that recycled water 
can be used if the water does not present a risk of contamination. This water should be of the same 
quality as potable water (Anonymous, 2004) unless the competent authority is satisfied that the 
quality of the water cannot affect the wholesomeness of the foodstuff in their finished form 
(Anonymous, 2004). In Belgium, the competent authority (Federal Agency for the Safety of the Food 
Chain) allows use of clean or recycled water (m < 3 log CFU E. coli/100 ml) to remove dirt during the 
first washing steps for vegetables. However, the initial water quality of the water in the last wash 
bath must meet the standards of potable water (Jacxsens, 2010a). In the Food Safety Management 
System (FSMS) information on (a) various sources of water used, (b) the quality of the water applied 
in certain steps of the process (Casani & Knøchel, 2002; Jacxsens, 2010a), (c) validation of that ratio 
of product/wash water and (d) validation of frequency of refilling the wash water (FDA, 2008; 
Jacxsens, 2010; Pirovani et al., 2004) should be registered. Currently, there is little scientific 
information on the actual status of water management for the processing of fresh-cut lettuce 
(Jacxsens, 2010a; Jacxsens et al., 2010b). 
The objective of the chapter is to gain insight into the impact of the water quality on the 
microbial quality, hygiene, and safety level of fresh-cut lettuce products from representative 
processing companies providing products for Belgian domestic consumption. This analysis was 
conducted to identify bottlenecks in water management and the management of food safety in 
general. The structure of and principles behind the Microbial Assessment Scheme (MAS) protocol as 
elaborated for the meat and dairy processing companies (Jacxsens et al., 2009; Sampers et al., 2010) 
was adapted to the fresh-cut produce processing industry in which water is an important potential 
source of microbial contamination. Samples were analyzed for multiple microbial parameters and for 
differences between results at three time intervals within the time frame of one batch. These tests 
were repeated for three batches (during multiple weeks).  
5.3 Materials and Methods 
5.3.1 Sampling of the companies and fresh-cut produce 
Two Belgian fresh produce processing companies were involved in this study. Both companies had an 
average daily processing capacity of 10 tons of vegetables, which were obtained from a variety of 
farmers and the public auction. The Food Safety Management System of company 1 was certified as 
conforming to the voluntary commercial standards of the British Retail Consortium (BRC, 2008). The 
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FSMS of company 2 was certified as conforming to the commercial International Food Standard (IFS, 



















































Figure 5.1: Processing scheme fresh-cut leafy vegetables 
The companies produced several batches of fresh-cut produce per day. The batch sampled at 
company 1 was a mixed chicory salad containing radicchio (33%), sugar loaf (33%) and curled endive 
(33%). The bath sampled at company 2 was a mix of lettuce and herbs containing butterhead lettuce 
(98%) and a parsley and chive mixture (2%). The parsley and chives were processed on a different 
processing line and added to the end product before packaging. 
Sampling occurred during the processing of one batch (product processed during one time interval 
on one production line) of the mixed salad (company 1) or lettuce with herbs (company 2). The 
period between two samplings ranged from 1 to 2 h depending upon the processed production 
volume. Company 1 used two wash baths with temperatures of 4 + 2 °C . Company 2 used three 
wash baths with temperatures of 12 + 3°C. Details on the different production volumes and water 
management at the two companies are shown in Table 5.1. 
 
Validation of the performance of the water management was accomplished by sampling according to 
the MAS protocol by defining critical sampling locations (CSL), appropriate microbial parameters for 









Table 5.1: The different production parameters of the two visited companies ( - not applicable). T1: amount 
of kg leafy vegetables processed at the first sampling moment. T2: amount of kg leafy vegetables processed 
at the second sampling moment. T3: amount of kg leafy vegetables processed at the third sampling moment 
 Company 1 Company 2 
 Visit 1 Visit 2 Visit 3 Visit 1 Visit 2 Visit 3 
Groundwater source: chlorine NA NA NA NA NA NA 
Groundwater tap: chlorine 5-10 ppm 5-10 ppm NA NA NA NA 




























Product on the line 1st 1st 2nd 2nd 2nd 1st 
NA: Not applicable 
5.3.2 Identification of critical sampling locations 
Critical sampling locations (CSL) in the processing of the fresh-cut lettuce are shown in Figure 5.1. 
Insufficient control of these locations may have a detrimental effect on the microbial quality and 
safety of the end product (Jacxsens et al., 2009; Sampers et al., 2010). The locations were classified 
into three distinct categories (Table 5.2). 
CSLs 1 and 2 concerned the fresh (cut) produce, i.e., the raw material (leafy vegetable crops) at the 
time of arrival at the company and the end product (packed pre-cut mixed lettuce). CSLs 3 through 5 
concerned food handlers’ hygiene (hand and gloves) in the processing plant and the environmental 
hygiene in areas such as the conveyor belt and the weighing unit. CSLs 6 and 7 concerned the quality 
of the borehole water at the source and the tap. CSLs 8 through 10 concerned the water quality 
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Table 5.2: Protocol elaborated for microbiological sampling and interpretation in a fresh-cut processing 
company. CSL1-2: Produce Samples, CSL3-5: Environmental Samples, CSL 6-10: Water Samples 
CSLa Description Microbiological  
Parameters 
Interpretation of the results  Reference 
1 Radicchio, Sugar Loaf 
and Curled endive 
(company 1) or Lettuce, 
parsley, chive and the 







m< 102,M<103  




Guidelines (Uyttendaele et al., 2010) 





m< 102,M<103  




Legislation (Anonymous, 2005) 
 





< 0.7 log CFU/25 cm² (below detection) 
< 1.7 log CFU/25 cm² (below detection) 
 
4 Conveyer belt in front 





< 0.7 log CFU/50 cm² (below detection) 
Absent/50 cm² 
 
Guidelines (Uyttendaele et al., 2010) 
 






< 0.7 log CFU/50 cm² (below detection) 
Absent/50 cm² 
 











Potable water (Uyttendaele et al., 2010) 










8 Water in first wash bath 







T1 = m<10³,M<104/100 ml 
No leg/guid 
No leg/guid 





T2, T3 = no legislation, guideline: 
the frequency of refilling the clean 
water or the amount of used water 
is recorded in the FSMS based on 
the microbiological, and/or 
chemical and/or physical load of 
the end product (Jacxsens, 2010a) 
9 Water in second wash 
bath 







T1 = m<10³,M<104/100 ml 
No leg/guid 
No leg/guid 





T2, T3 = no legislation, guideline: 
the frequency of refilling the clean 
water or the amount of used water 
is recorded in the FSMS based on 
the microbiological, and/or 
chemical and/or physical load of 
the end product (Jacxsens, 2010a) 
10 Water in last wash bath 





T1 = Control Chart 
T1 = Absent/100 ml 
T1 = Absent/100 ml 
T1 = Absent/100 ml 





T2, T3 = no legislation, guideline: 
the frequency of refilling the 
potable water or the amount of 
used water is recorded in the FSMS 
based on the microbiological, 
and/or chemical and/or physical 
load of the end product (Jacxsens, 
2010a) 
aCritical Sampling Locations (CSL), analyzed microbiological parameters and interpretation of the results for food products (in log CFU/g 
product, m = guide value, M = upper limit), food contact surfaces and hands/gloves (log CFU/x cm²),water according to requirements of 
potable water (Anonymous, 2002b) or clean water (Jacxsens, 2010a) on T1= first sampling moment, no guidelines available for T2 = second 








5.3.1 Frequency of sampling 
Each company was visited three times from April to October 2010. During each visit, one sample was 
taken for CSL 1, and three samples were taken for CSL 2. Sampling for CSL 2 occurred three times 
during production of the batch: start (T1), middle (T2) and end (T3).  
One sample at each of the three sampling times was collected from the gloves and/or hands of a 
food handler in charge of the first manipulation in the processing plant (CSL 3). The food contact 
surfaces (CSLs 4 and 5) were sampled at three times during production (start, middle, and end of a 
batch). One sample was collected from each water source (CSLs 6 and 7) during processing, and three 
samples (start, middle, and end of a batch) were taken from the wash water (CSLs 8 through 10) 
(Table 5.2). The first sample (T1) indicated the initial quality of the water in the wash baths before 
the product was introduced. The second (T2) and third (T3) samples of the processing water were 
collected after half the batch and after the full batch, respectively, had been washed. 
5.3.2 Sampling methods 
A total of 250 g of fresh produce was collected with sterile tweezers or disinfected gloves and put 
directly into a sterile stomacher bag. Water samples were collected into sterile 1 L Schott bottles 
according ISO 19458:2006 (ISO, 2006b). Where necessary, sodium thiosulfate was added to 
neutralize the chlorine. The food handlers’ hands and/or gloves and the food contact surfaces were 
sampled with sterile swabs. Aseptic templates covering 25 cm² (food handlers’ hand and/or gloves) 
or 50 cm² (conveyer belt and the washing unit) were used to delineate the sampling area. A sterile 
swab moistened in 5 ml of sterile peptone water of demi-Fraser medium (for detection of L. 
monocytogenes) was used to swab a delimited area (vertically, horizontally, and diagonally). The 
sample swab was then aseptically returned to the tube. All the samples were stored and transported 
in the laboratory in the dark at < 4°C, where further handling and microbial analysis were conducted 
within 4 - 24 h. 
5.3.3 Selection of microbial parameters 
Depending on the CSL and its relevance to the fresh produce or water, various microbial parameters 
were selected (Table 5.2). Coliforms, E. coli, and enterococci were used as hygiene indicator 
organisms. Coliforms were used as an indicator for assessing water quality and sanitation but not 
necessarily as an indicator of fecal contamination (Gerba, 2009). Enterococci and E. coli are more 
likely associated with and monitored as indicators for fecal pollution (Ashbolt et al., 2001). Although 
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with leafy vegetables and processing water that had been in contact with (soiled) crops, these counts 
were determined to assess the usefulness of the TPAC as a process and/or utility indicator. A utility 
indicator is an indicator of overall microbial quality. For leafy vegetables, the pathogens Salmonella 
spp. and L. monocytogenes were analyzed. Staphylococcus aureus was selected as an indicator for 
personnel hygiene (Jacxsens et al., 2009; Uyttendaele et al., 2010). 
5.3.4 Analytical methods 
For enumeration purposes, 10 g of produce was weighed in a stomacher bag and homogenized for 1 
min in 90 ml peptone physiological saline. For the qualitative detection of Salmonella spp. or L. 
monocytogenes, 25 g was weighed in a stomacher bag and homogenized for 1 min in 225 ml of 
buffered peptone water and demi-Fraser broth, respectively, to start primary enrichment. Swab 
samples were vortexed for 10 s, and this solution was used to make serial dilutions for quantitative 
purposes or was incubated in the primary enrichment medium for detection of pathogens. Microbial 
analyses were conducted using the standard (ISO) or alternative (rapid) methods validated according 
to ISO 16140:2003 (ISO, 2003c). 
5.3.5 Fresh produce samples 
For the TPAC, reference method ISO 4833:2003 was used (ISO, 2003a) except that the plates were 
incubated at 22°C for 5 days instead of at 30°C for 3 days. Inoculated plates of RAPID’E.coli 2/Agar 
(BioRad, France), a selective chromogenic medium, were incubated for 24 h for enumeration of E. 
coli (AFNOR, 2004b); and ISO 6888-1: 1999/Amd.1:2003 was used for the enumeration of S. aureus 
on the food handlers’ hand and/or gloves (i.e. the Baird Parker technique) (ISO, 2003b). For detection 
of L. monocytogenes, the VidasLMO2 Assay (BioMérieux, France) was used (AFNOR, 2004a). When a 
positive result was obtained with the VidasLMO2 test, the standard method for enumeration was 
used (ISO, 1998). The Vidas Easy SLM Assay (bioMérieux, France) was used for the detection of 
Salmonella spp. (AFNOR, 2005) . 
5.3.6 Water samples 
For water samples, cultivable micro-organisms were enumerated according to ISO 6222:1999 (i.e. 
plating on PCA and incubation for 48 h at 37°C and 72 h at 22°C) (ISO, 1999). E. coli and coliform 
bacteria were analyzed according to ISO 9308-1 (i.e. membrane filtration) except that the RAPID’E. 
coli 2 chromogenic media was used instead of the Tergitol 7 medium (ISO, 2000a). The standard 








in the wash water, which interfered with reliable enumeration of typical E. coli colonies. Enterococci 
were detected and enumerated using the membrane filtration method ISO 7899-2 (ISO, 2000b). 
5.3.7 Interpretation of the results 
The microbial guidelines issued by the Laboratory of Food Microbiology and Food Preservation of 
Ghent University (LFMFP-UGent) (Uyttendaele et al., 2010) and the legal microbial criteria outlined in 
EU Commission Regulation (EC) 2073/2005 (Anonymous, 2005) were the basis for assessing 
compliance (satisfactory or unsatisfactory results) of the fresh produce samples (Table 5.2).  
Interpretation of the results of the food contact materials and food handlers’ hands and/or gloves 
was based on internal guidelines used by LFMFP-UGent (Uyttendaele et al., 2010):pathogens need to 
absent, and E. coli and S. aureus need to be below the detection limit (Table 5.2). 
The microbial quality of the water was interpreted according the Belgian self-checking guide G-14 for 
the fresh produce processing industry (Jacxsens, 2010a). Clean water (i.e. reused water or 
groundwater of a certain microbial quality; Table 5.2) can be used in the first wash baths to start the 
washing process (T1) (m = 3 log E. coli/100 ml). The initial quality of the last wash bath must meet 
potable water standards according to EU Council Directive 98/89/EC (Anonymous, 2004). No 
guidelines were available for the microbial quality of the water at subsequent sampling times (T2 and 
T3). However, the self-checking guide mentions that the washing process may not lead to further 
contamination of the product, and consequently the frequency of refreshing and/or refilling of the 
water should be determined by the company (Table 5.2).  
5.4 Results  
 The detailed results for the three visits at each company are given in Table 5.3 (CSL1-10) and in 
Figure 5.2 (CSL 6-10). In the present study, no pathogens (Salmonella spp. and L. monocytogenes) 
were detected (absence in 25 g or 50 cm²; 27 samples evaluated).  
E. coli and S. aureus were not detected on the food handlers’ hands and/or gloves (below detection 
limit of 0.7 log CFU/25 cm² for E. coli and 1.7 log CFU/25cm² for S. aureus; 9 samples evaluated per 
company). 
Minor differences were noted between visits and companies for the overall microbial contamination 
(determined by TPAC) on the pre-packed fresh-cut end product, in the water, and of the 
environmental samples. Results for the hygiene indicator E. coli and enterococci were useful for 
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Table 5.3: Detailed results of company 1 and 2 (three visits). Concentrations in log CFU/g for product 
samples, in log CFU/25 cm² for workers hands/gloves, in log CFU/50 cm² for environmental samples. For the 
water in log CFU/ml for TPAC and in log CFU/100 ml for E. coli, enterococci and coliforms. TPAC: Total 
Psychrotrophic Aerobic Count, LMO: L. monocytogenes, SLM: Salmonella spp. A: Absence/25g. Numbers in 
brackets, the amount of samples exceeding the guidelines or legislation 
Company 1 
CSL Description n Utility parameter Hygiene parameters Pathogens 
  
69 TPAC S. aureus E. coli Coliforms Enterococci LMO SLM 
1 Radicchio 3 3.31 – 6.41 - < 1 (0/3) - - A (0/3) A (0/3) 
1 Sugar Loaf 3 6.63 – 7.41 - < 1 (0/3) - - A (0/3) A (0/3) 
1 Curled endive 3 7.15 – 7.48 - < 1(0/3) - - A (0/3) A (0/3) 
2 End product 9 5.75 – 6.87 - < 1 - 1.90 (0/9) - - A (0/3) A (0/3) 
3 Workers hands/gloves 9 - < 1.7 < 0.7 (0/9) - - - - 
4 Conveyer 9 3.12 - 4.78 - < 0.7 (0/9) - - A (0/3) - 
5 Weighed Unit 9 3.16 – 5.00 - < 0.7 – 1.85 (2/9) - - A (0/3) - 
6 Bore hole source 3 < 0 - < 0 < 0 < 0 - - 
7 Bore hole tap 3 < 0 – 1.18 - < 0 < 0 < 0 - - 
8 1st wash bath 9 < 0 – 6.48 - < 0 – 4.72 < 0 – 6.28 < 0 – 3.18 - - 
10 2nd wash bath 9 0.65 – 6.18 - < 0 – 3.60 < 0 – 6.18 < 0 – 2.96 - - 
Company2  
CSL Description n Utility Parameter Hygiene Parameters Pathogens 
  
80 TPAC S. aureus E. coli Coliforms Enterococci LMO SLM 
1 Lettuce 3 5.13 – 7.28 - < 1(0/3) - - A (0/3) A (0/3) 
1 Parsley 3 7.49 – 9.81 - 1.30 – 2.20 (1/3) - - A (0/3) A (0/3) 
1 Chive 2 6.18 – 7.43 - 1.00 – 1.54 (0/2) - - A (0/3) A (0/3) 
1 Mixture parsley and chive 3 7.41 – 8.67 - 1.15 – 2.35 (1/3) - - A (0/3) A (0/3) 
2 End product 9 5.70 – 6.93 - < 1 – 2.65 (3/9) - - A (0/3) A (0/3) 
3 Workers hands/gloves 9 - < 1.7 < 0.7 (0/9) - - - - 
4 Conveyer 9 5.40 – 6.71 - < 0.7 – 1.42 (3/9) - - A (0/3) - 
5 Weighed unit 9 5.58 – 6.29 - < 0.7 - 1.54 (3/9) - - A (0/3) - 
6 Bore hole source 3 < 0 – 2.63 - < 0 0.80 - 2.18 < < 0 - 0.54 - - 
7 Bore hole tap 3 2.35 – 2.78 - < 0 < 0 – 2.18 < 0.15 – 1.40 - - 
8 1st wash bath 9 > 4.48 – 6.61 - 1.11 – 3.61 3.96 – 6.29 1.20 – 3.10 - - 
9 2nd wash bath 9 > 4.48 – 6.46 - 1.30 – 5.08 4.11 – 6.36 1.19 – 4.17 - - 

















Figure 5.2: Company 1 and 2, distribution of the E. coli (a), distribution of Enterococci (b) and distribution of TPAC (c) for CSL 6-10 in wash water: first visit ( ), second 
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Company 1. Figure 5.2 shows the absence of E. coli and enterococci in the input water 
(borehole water). No E. coli and enterococci were detected at the start of the process in the wash 
baths (T1). In general, an increase in contamination was observed during processing up to 3.5 log 
CFU/100 ml for both enterococci and E. coli. However, on one occasion a spike up to 5 log CFU/100 
ml was observed for E. coli. The E. coli counts were low or below detection limit (CSLs 1 and 2, < 1 log 
CFU/g, CSL 3, < 0.7 log CFU/25 cm²; CSLs 4 and 5, < 0.7 log CFU/50 cm²) for the majority of fresh 
produce and environmental samples analyzed. 
The pre-packed fresh-cut produce end product showed E. coli contamination at the last sampling 
moment (T3) during the three visits with a maximum of 1.9 log CFU/g (Table 5.3) observed during the 
visit with the 5 log CFU E. coli/100 ml peak in the wash baths.  
Company 2. E. coli was absent per 100 ml for all the input water samples, but enterococci 
were detected. During the first visit, the E. coli and enterococci levels in the washing baths were high, 
with up to approximately 5 and 4 log CFU/100 ml, respectively, but the E. coli and enterococci levels 
in the baths were lower during the second and third visits. In the raw materials, E. coli levels were 
below the detection limit on the lettuce but present on the herbs. During visits 2 and 3, low numbers 
(near or below the detection limit) of E. coli were found for the samples taken further in the 
production line. However, during visit 1, E. coli was found on both the conveyor belt and the 
weighing unit, and up to 2.7 log CFU/g was found on the pre-packed fresh-cut product (Table 5.3).  
5.5 Discussion 
Foodborne disease outbreaks associated with leafy vegetables have been reported, and the 
prevalence of pathogens on leafy greens has been established (Beuchat, 1996; Beuchat, 2006; 
Delaquis et al., 2007; Harris et al., 2003; Sivapalasingam et al., 2004). In our study, no Salmonella spp. 
or L. monocytogenes were detected at any of the CSLs. However, this finding need to be interpreted 
with caution, taking into account the small number of samples analysed (18 samples for company 1 
and 21 samples for company 2). The limitations of the sampling plans and microbial analyses need to 
be noted, in particular for the pathogens characterized by a low prevalence (<0.1-1%) in fresh 
produce. A negative result does not provide sufficient evidence that the tested batch is not 
contaminated with these pathogens (Dahms, 2004; ICMSF, 2002; Legan et al., 2001).  
Thus, to assess overall quality, hygiene, and functioning of food safety management systems, the 
focus in chapter 5 was also on other microbial parameters. However, in the context of verification 
and trend analysis of the companies’ food safety management plans, management must have a 








pathogens and hygiene indicator E. coli. The TPACs for the lettuce crops (raw material) in the two 
companies were in agreement with reported levels for leafy vegetables, which range from 3 to 7 log 
CFU/g (Allende et al., 2004; da Cruz et al., 2008; Kaneko et al., 1999; Olmez & Kretzschmar, 2009). 
Overall, leafy vegetables often have high and variable microbial contamination due to exposure 
during crop production within a diverse microbial ecosystem. TPACs in the wash water increased 
quickly after introduction of the first batch of raw materials, and high levels were maintained. TPACs 
were not directly correlated with levels of hygiene indicators such as E. coli or enterococci. Thus, the 
TPAC is not considered a good indicator of overall microbial quality and good practices during 
production and processing for either the water samples or the fresh produce or environmental 
samples. The effect of washing on TPACs on the produce was negligible. In other studies, 1 to 2 log 
reductions were performed in the laboratory under simulated conditions, whereas our study was 
conducted in processing plants under actual processing conditions (Beuchat, 1998; Lopez-Galvez et 
al., 2010; Seymour, 1999). 
The results obtained for the hygiene indicator E. coli and information on the product/water 
ratio in the washing baths and the frequency with which the baths were refilled revealed that water 
management is an essential point in the production of pre-packed fresh-cut produce. The two 
companies differed in their water management plans. Company 1 generally chlorinated the borehole 
water with 5 to 10 ppm; thus, all borehole water samples from company 1 met the legal definition 
for potable water (Table 5.2 and 5.3) (Anonymous, 1998; Anonymous, 2002b). The initial 
contamination by E. coli, enterococci and the TPACs in the wash baths were low due to the refilling of 
the baths between batches and proper cleaning and disinfection of the equipment overnight. The 
initial status of the water in the first wash bath met the criteria for potable water during the first two 
visits, even though clean water was used there (Table 5.1). Higher initial levels of E. coli and 
enterococci were found during the last visit; no chlorine had been added, and the previous batch of 
produce on the line could have left some residual microbial contamination even though the baths 
had been refilled. However, the water in the first wash bath met the standard for clean water (< 3 log 
E. coli/100 ml) (Table 5.2 and 5.3) (Jacxsens, 2010a). The initial water quality in the last wash bath 
was in compliance with the legal criteria for potable water (absence of E. coli and enterococci per 
100 ml) during all visits (Table 5.2 and 5.3). Once the actual production and processing of fresh-cut 
lettuce had started, the levels of E. coli in the processing water in the various washing baths 
increased. However, none of the end product (the pre-packed fresh-cut lettuce) sampled during the 
three visits exceeded the EU Regulation 2073/2005 legal limit of 2 log E. coli/g (Anonymous, 2007) 
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No disinfection was used between the source of the borehole water and the borehole water tap in 
company 2. A decrease in water quality was found between the source and the tap, suggesting the 
presence of a biofilm in the water pipes (Hallam et al., 2001; Szewzyk et al., 2000). As a consequence, 
none of the samples of the initial water used for the three wash baths met the criteria of potable 
water (absence of E. coli and enterococci in 100 ml) (Anonymous, 2002b) at the start of the 
production process (Table 5.2 and 5.3). The initial microbial load of the wash water in the baths also 
was high because the company did not refill the water between subsequent batches except during 
the last visit. However, even during the last visit, the initial contamination of the water in the baths 
(before processing started) was high, indicating insufficient cleaning and disinfection of the 
equipment overnight (Aarnisalo et al., 2006). Although the levels did not meet the criteria of potable 
water, the initial contamination (T1) of the first and second wash bath did meet the E. coli criteria for 
clean water (< 3 log CFU/100 ml), which is allowed according to the self-checking guide (Table 5.2) 
(Jacxsens, 2010a). However, consistent control over the water quality was lacking. At visit 1, the 
water in the first and second wash bath exceeded the 4 log CFU/100 ml for E. coli in clean water 
(Jacxsens, 2010a). The initial water quality in the last bath should meet potable water criteria 
(Anonymous, 2002b) but did not during the three visits. The hypothesis developed was that the high 
levels of E. coli in the wash water (up to 5.2 log CFU/100 ml in the last washing bath) contributed to 
the high level of E. coli on the pre-packed fresh-cut lettuce sampled during visit 1 (ca. 2.5 log CFU/g). 
E. coil on these samples exceeded the acceptable level of 2 log CFU/g but was below the maximum 
tolerable limit of 3 log CFU/g as is prescribed by EU Regulation (EC) 2073/2005) (Anonymous, 2005). 
E. coli was also detected on the fresh herbs (ca. 2 log CFU/g) in the mix produced by company 2. 
Because the pre-packed fresh-cut end product contained only 2% herbs, these herbs probably were 
not the main cause of contamination. The pre-cut lettuce was most likely highly contaminated 
because of cross-contamination with E. coli from the wash water (poor water quality) (Allende et al., 
2008; Luo, 2007). 
The high initial microbial contamination in the baths, in particular in the last wash bath, and the 
unacceptable level for E. coli (noncompliance with legal criteria) indicates the importance of revising 
the water management plan in these companies. This revision need to address important elements 
of the wash process such as the control of the initial water quality, the frequency of refilling and/or 
refreshing the water in the baths, and product/water ratio. Additional contamination of the produce 
during washing must be avoided. Because of the disruption of the physiological state of leaves 
caused by cutting, the cut surface produces large amounts of nutrients that can be used by any 
micro-organism present, resulting in localized microbial proliferation (Doyle & Erickson, 2008; 








The initial water quality changed as the processing progressed, and maintaining the quality of 
processing water should be a point of attention. Reusing processing water or overusing the same 
water when refilling or refreshing water baths results in the buildup of microbial loads, which may 
occasionally also include undesirable pathogens from the crop and present a risk of new or increased 
number of microbial populations (FDA, 2008; Olmez & Kretzschmar, 2009). Because water is an 
excellent vehicle for distributing contamination from one crop to another (Wachtel & Charkowski, 
2002), water quality is of concern in all the steps in which water is in contact with the product as 
water quality can influence both the quality and the safety of the washed product (Allende et al., 
2008; Luo, 2007). 
Considering the current and future water issues (Casani & Knøchel, 2002; UNESCO, 2003; WBCSD, 
2005), an adequate solution to problems of water quality is the use of a sanitation technique that will 
allow managers to maintain high microbial quality and to institute systems for recycling or reuse of 
water (Casani & Knøchel, 2002). Sanitation of the initial wash water and improvements in water 
management and the wash process are more likely to control and eliminate micro-organisms on the 
produce than decontamination of the fresh produce (Baert et al., 2009b; Gil et al., 2009). Various 
water treatment techniques are available, but the efficacy of these techniques is affected by several 
factors, making selection of the most appropriate technique difficult (Gil et al., 2009; Selma et al., 
2008).  
In the EU, the use of a disinfectant to decontaminate produce is not allowed (Anonymous, 1988a). 
However, the use of a disinfectant agent as technological aid is allowed to obtain a certain water 
quality (Anonymous, 2002a). In company 1, chlorination was used as a technological aid to disinfect 
borehole water and to prevent biofilm formation in the pipes (Ndiongue et al., 2005). Concentrations 
of 3 to 7 ppm have been recommended to maintain quality (Delaquis et al., 2004). In Belgium, the 
initial water in the last wash bath must meet the potable water standards (< 0.25 ppm of free 
chlorine residue) (Anonymous, 2002b); thus, such high chlorine concentrations are not allowed. 
Nevertheless, disinfection can reduce water contamination, water consumption, and wastewater 
discharge rates and improving water management (Olmez & Kretzschmar, 2009). Because of reports 
documenting the undesirable by-products of chlorination, alternatives to chlorine are needed that 
assure the safety of the products and maintain the quality and allow water consumed during 
processing to be reduced (Gil et al., 2009; Hrudey, 2009; Olmez & Kretzschmar, 2009; Sadiq & 
Rodriguez, 2004). Ozone, organic acids, peracetic acid, and hydrogen peroxide have generated 
interest as alternative sanitizing agent (Gil et al., 2009; Li et al., 2008; Olmez & Kretzschmar, 2009).  
A proper water management plan is important to guarantee a safe end product (Olmez & 
Kretzschmar, 2009). Therefore, each company should have water management incorporated into its 
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2006) and should document and monitor the sources and quality of water used in the various steps 
of fresh-cut produce production (Allende et al., 2008; Casani & Knøchel, 2002; Mena, 2006). Each 
company also need to evaluate the product/wash water ratio and the frequency with which the 
water in wash baths in changed or refilled (FDA, 2008; Jacxsens, 2010a; Pirovani et al., 2004) to 
complete the water management section of the food safety management system.  
Based on the data obtained in the chapter, E. coli levels of 5 log CFU/100 ml in the wash water must 
be avoided because the end product might be contaminated with unacceptable levels of E. coli (and 
potentially enteric pathogens). E. coli levels of up to 2 to 3 log CFU/100 ml (criterion for clean water 
in the Belgian self-checking guide G-14 for fresh produce processing industry (Jacxsens, 2010a) in the 
last wash bath during processing seem to have no impact on additional transfer of E. coli to the fresh 
produce. However, microbial criteria for clean water should be determined case by case depending 
on the intended use of the water and on the results of a risk assessment. Consequently, no 
consensus on clean water criteria has been reached; various interpretations of the concept clean 
water can be found.  
Further research is needed to determine the source of the E. coli contamination in the water and/or 
fresh produce. E. coli appears to have been introduced occasionally at elevated levels into the 
produce processing water. However, high levels of E. coli were not noted in the chapter, either on 
the raw material (the lettuce crops) or in the water source used for the washing baths. The most 
obvious explanation for the occasional finding of E. coli in the processing water in the washing baths 
is heterogeneous point contamination of a restricted number of lettuce crops that go undetected in 
studies in which sampling is limited. However, highly concentrated point contamination may 
introduce E. coli (or an enteric pathogen) into the processing water, which could impact the overall 
end product quality (Allende et al., 2008). Enterococci levels of 1 to 10 log CFU/g and E. coli levels of 
3 to 10 log CFU/g have been found in bird feces (Anderson et al., 1997; Fogarty et al., 2003; Haack et 
al., 2003; Roll & Fujioka, 1997). Thus, 1 g of bird feces (E. coli at 7 log CFU /g) dropped on a few 
lettuce crops (incoming raw material) would be sufficient to contaminate the water in the washing 
bath at up to 2 log CFU/100 ml. Another potential pathway for E. coli or enteric pathogens to enter 
the produce chain is via contaminated soil attached to the fresh produce (Anderson et al., 2006; 
Selma et al., 2007). Soil contamination might occur in the field via direct excretion by wildlife. 
Indirect contamination may come from agricultural practices (spreading of manure), drainage from 
nearby fields, and carriage on human footwear (e.g., manure from grazing land) (Williams et al., 
2005).  
The microbial quality of the fresh crops (raw material) was an important determinant of the 
microbial quality of the water in the wash baths. A certain degree of contamination is inherently 








conditions. However, the processor is responsible for preventing cross-contamination during 
processing by implementing an affective water management system. This system need to include 
monitoring of the quality of the production process and identification of various contamination 
sources at the farm. 
In conclusion, the results of the chapter concerning two fresh-cut produce processing companies 
gave insight into the water management systems and practices used during processing of fresh 
produce. Washing with water of poor microbial quality increased the potential for cross-
contamination of the fresh-cut produce via the water and affected the microbial quality of the end 
product. When the water in the washing baths was not changed often enough, micro-organisms 
accumulated, resulting in an increasing total microbial load in the processing water during 
production. As a consequence, processing of vegetables through the subsequent washing baths 
resulted in increased rather than decreased contamination. Thus, the wash process cannot be 
identified as an intervention step in the fresh-cut produce industry. The addition of sanitizers to the 
water is an option, but many EU countries do not support or tolerate such additives as per national 
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Chapter 6 Quantitative study of cross-contamination with E. 
coli, E. coli O157, MS2 phage and murine norovirus in a 
simulated fresh-cut lettuce wash process 
6.1 Abstract 
For this chapter, a commercial lettuce washing process was simulated using two subsequent washing 
baths (WB). The worst case scenario, when no sanitizers are used and still common in most European 
countries, was investigated to fully understand the potential for cross-contamination. The two cross-
contamination processes (from lettuce to water and from water to lettuce) were included in the 
simulation study and the transfer of E. coli, E. coli O157, MS2 phage and murine norovirus was 
quantified. The mean reduction of the initially contaminated lettuce through the washing in two 
successive WB was limited: 0.3 + 0.1 log CFU E. coli/g after washing in WB1 and an additional 
reduction of 0.2 + 0.1 log after WB2. The microbial load of the water in the washing baths, initially 
started off with potable water, increased rapidly during the washing process of the contaminated 
lettuce. Furthermore to quantify the transfer of the four implicated micro-organisms from 
contaminated water to the lettuce, the first washing bath was inoculated with either approximately 
3.0, 4.0 and 5.0 log CFU E. coli/100 ml or 4.8, 5.6 or 6.7 log CFU E. coli O157/100 ml, 4.0, 5.1 or 6.5 
log PFU MS2 phages/100 ml or 6.5 log PFU/100 ml norovirus surrogate MNV-1. The contamination of 
the subsequently washed lettuce portions resulted in levels of ca. 1.0 up to 1.9 log CFU E. coli/g after 
passing the two washing steps. In addition, after a rapid initial increase, due to spill over of water 
from WB1 to WB2, the contamination of WB2 further augmented during the washing process to 
approximately 1.0 to 0.5 log below the inoculation level of WB1. Transfer of E. coli O157, MS2 phages 
or MNV-1 from the water to the lettuce was respectively 0.9% ± 0.3%, 0.5% ± 0.2% and 0.5 ± 0.1% 
after WB1 and resulted in a contamination level for the highest inoculum of WB1 of respectively ca. 
2.9 ± 0.1 log CFU/g, 3.7 ± 0.1 log PFU/g and 4.4 ± 0.1 log PFU/g lettuce. The quantitative data of 
lettuce contamination and transfers established in this chapter further highlight the vulnerability of 
fresh produce to cross-contamination during the washing stage. It stresses that notwithstanding the 
use of initial potable water and partial refreshment of water but without the use of sanitizers, 
microbial pathogens (or indicator organisms) may easily be introduced and reside for prolonged 








Though water is a useful tool for reducing potential contamination, several publications both in real 
life and lab-scale showed that washing water of inadequate quality has the potential to be a direct 
source of contamination and a vehicle for spreading localized bacterial and viral contamination 
(Allende et al., 2008; Baert et al., 2009b; Gerba, 2009; Gil et al., 2009; Luo, 2007; SCF, 2002; Seymour 
& Appleton, 2001;Wachtel & Charkowski, 2002).  
As antimicrobial agents in fresh-cut produce washing such as chlorine are prohibited in several 
European countries such as Germany, the Netherlands, Denmark and Belgium (Artes & Allende, 
2005; Artes, Gomez, Aguayo, Escalona, & Artes-Hernandez, 2009; Rico, Martín-Diana, Barat, & Barry-
Ryan, 2007), fresh produce processing relies on continuous addition and refreshments of washing 
baths with large amounts of potable water, up to 40 m³/ton of raw produce, to minimize the event of 
accumulation of micro-organisms in the water and transfer of micro-organisms from the water to the 
fresh-cut lettuce (Olmez & Kretzschmar, 2009; Selma et al., 2008; VMM, 2005).  
The two cross-contamination events (from lettuce to water and from water to lettuce) were 
performed separately to gain more insight in transfers and degree of contamination established. 
Bacterial (cross-)contamination with Escherichia coli (O157) was investigated as E. coli is a well-
known indicator for fecal contamination and the possibility of the presence of other more harmful 
organisms such as pathogenic E. coli, Campylobacter spp., Salmonella spp. (Wilkes et al., 2009). 
Firstly, inoculated lettuce was used in the simulation to show the impact of a contaminated incoming 
raw product on the wash water quality of the two washing baths. Secondly, non-inoculated lettuce 
was washed in simulated “reconditioned used” water (water that was used for washing of multiple 
portions of lettuce in a row) of different microbial qualities to determine the degree of cross-
contamination between water and lettuce. And at last, the influence of a final potable water rinsing 
step after the washing steps was evaluated with respect to the effect on the microbial load. 
Viral foodborne outbreaks related to leafy greens such as lettuce have been reported frequently 
(Dewaal & Bhuiya, 2009; EFSA, 2013a). Viral transfer from contaminated fresh produce to the 
washing water has been documented in several disinfection studies (Baert et al., 2009b; Casteel et 
al., 2009), but in-depth studies on the consequence of a contaminated WB on the contamination 
level of lettuce processed in consecutive portions has not been documented before. Therefore, the 
viral transmission from a contaminated WB to three consecutive portions of lettuce was investigated. 
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human pathogenic enteric viral adhesion on inert and lettuce surfaces (Deboosere et al., 2012), were 
used as surrogates for human noroviruses (NoV). 
Currently, extensive data regarding the practical validation of the importance of cross-contamination 
during the washing stage, in particular without sanitizers used as is still often the case in some 
European countries, is missing in the fresh produce supply chain risk assessment (Danyluk & 
Schaffner, 2011; Zhang et al., 2009). As such, the goal of this cross-contamination study was to 
produce useful quantitative data on transfers from water to lettuce and to obtain insights on the 
impact of water management practices in fresh-cut processing on bacterial and viral pathogens’ 
distribution in the fresh produce supply chain. 
6.3 Materials and Methods 
6.3.1 Bacterial strains and inoculum preparation 
A three-strain cocktail of E. coli, previously isolated from lettuce, soil and fresh-cut processing wash 
water, was used. The three strains were also deposited to the Laboratory of Food Microbiology and 
Food Preservation (LFMFP) UGent culture collection: lettuce (nr. 853), soil (nr. 854) and wash water 
(nr. 855). 
A two-strain cocktail of nalidixic acid resistant verotoxin negative (VT-) E. coli O157 strains (LFMFP nr. 
811 and nr. 846) was used. Strain LFMFP 811 was derived from strain CECT 5947 provided by the 
Group on Quality, Safety and Bioactivity of Plant Foods of CEBAS-CSIC (Spain), whereas strain LFMFP 
846 was derived from clinical strain EH1434 from UZ Brussels provided by the Technology and Food 
Science Department of ILVO (Belgium). Nalidixic acid-resistant (NalR) E. coli O157 cultures were 
obtained by consecutive 24 h transfers of Brain Heart Infusion (BHI) cultures to BHI with increasing 
concentrations of nalidixic acid (Nal) (Merck, Darmstadt, Germany) until isolates were resistant to 50 
mg of nalidixic acid per ml. 
To obtain appropriate inocula for E. coli and NalR E. coli O157, the separate strains for both inocula 
were consecutively subcultured twice in respectively 10 ml of nutrient broth and 10 ml of TSB 
supplemented with nalidixic acid (Nal, 50 mg/ml), and incubated at 37°C until the culture reached the 
stationary phase. After the second incubation, cultures were mixed, equal volumes of cell 
suspensions were combined to give approximately equal populations of each culture. The cocktail 
was centrifuged at 1800 g for 10 min at 20°C, washed two times in phosphate buffer, centrifuged 
again and resuspended in phosphate buffer to obtain a final concentration of approximately 9 log 








6.3.2 Viral strains and inoculum preparation 
A stock of bacteriophage MS2 was obtained in accordance with the standard method of the 
International Organization for Standardization, ISO 10705-1, using Salmonella Typhimurium WG49 as 
a bacterial host (ISO, 1995). Aliquots of the phage stock suspension were stored at -80°C. 
Cells of the murine macrophage cell line RAW 264.7 (ATCC TIB-71; provided by H.W. Virgin, 
Washington University School of Medicine, St. Louis, MO) were grown in complete Dulbecco’s 
modified Eagle’s medium (DMEM) at 37°C under a 5% CO2 atmosphere. Complete DMEM consisted 
of DMEM (Lonza, Walkersville, MD) containing 10% low-endotoxin fetal bovine serum (HyClone, 
Logan, UT), 100 U/ml penicillin, 100 µg/ml streptomycin (Lonza), 10 mM HEPES (Lonza), and 2 mM L-
glutamine (Lonza). 
RAW 264.7 cells were infected with MNV-1.CW1, passage 7, at a multiplicity of infection (MOI) of 
0.05 (MNV-1 to cells) for 2 days. After two freeze-thaw cycles, low-speed centrifugation was used to 
remove cellular debris from the virus lysate (Wobus et al., 2004). The lysate was stored in aliquots at 
-80°C. The titer of MNV-1 (PFU/ml) was determined by plaque assay (Wobus et al., 2004). 
6.3.3 Fresh-cut lettuce and standardized fresh-cut processing wash water 
In all experiments, fresh, unbagged lettuce (Lactuca sativa L. var. capitata) was used. The lettuce was 
purchased from a local market in Belgium and transported at < 4°C to the lab for further handling. 
The outer leaves were removed while the inner leaves were cut into pieces of 3 cm. 
Standardized water was used to simulate used fresh-cut processing water for WB1. This was 
obtained by homogenizing 67 g of lettuce along with 200 ml of tap water for 120 s in a stomacher 
bag containing a filter of approximately 500 µm (VWR). The water was stored at 4°C for 16 h before 
further handling. On the day of the experiment the standardized water was further diluted with tap 
water to obtain a chemical oxygen demand (COD) value of approximately 800 mg/l (López-Gálvez et 
al., 2009; Van Haute et al., 2013a). COD was measured according to the small-scale sealed-tube 
method (ISO, 2002) (LCI 400; Hach Lange; Belgium). When potable municipal water was used, this 
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6.3.4 Determination of cross-contamination from lettuce to water using E. coli 
as an indicator organism 
In order to determine to which extent fecal contaminated lettuce could be the cause for the 
introduction and maintenance of elevated levels of E. coli in the washing baths, fresh-cut lettuce was 
inoculated with E. coli. Lettuce leaves were cut into slices of 3 cm and grouped in portions of 200 g. 
An inoculum level of ca. 4 log CFU/g of E. coli was obtained by submersion of fresh-cut lettuce for 
one min (with mechanical stirring) in 1.5 l of E. coli contaminated standardized water (5 log CFU E. 
coli/ml), drying by a handheld salad spinner, and grouping the fresh-cut lettuce in portions of 200 g 
and keeping them overnight at 5 + 1 °C until further use for the washing experiment. 
The simulation of an industrial fresh-cut washing process consisted of two subsequent washing baths 
filled with initial (at start of the experiment) potable water. First, E. coli contaminated lettuce 
portions of 200 g were washed in a first washing bath (WB1) by mechanical stirring of 200 g in 4 l of 
potable water (5 + 2 °C, pH = 7.2 + 0.2). After one min the 200 g lettuce was removed from the water 
and spin-dried in a handheld salad spinner for 30 s. 20 g was retained for microbial analysis. The 
remaining 180 g was transferred to a second washing bath (WB2) containing 3.6 l of (initial) potable 
water (and thus establishing in WB2 as in WB1 a product/water ratio of 0.05 kg/l). The fresh-cut 
lettuce was again washed by mechanical stirring for 1 min. After washing in WB2, the 180 g of lettuce 
was removed from the water, spin-dried in a handheld salad spinner for 30 s and again 20 g was 
retained for microbial analysis. This procedure was repeated for ten consecutive portions of lettuce 
(of 200 g), all ten portions passed subsequently through the same two washing baths. For each 
portion of lettuce subjected to the simulation of the industrial fresh-cut washing process, a 20 g 
sample was taken after each washing step and analyzed in double (2 x 10 g) for the presence of E. 
coli. Wash water samples (5 ml) of WB1 and WB2 were taken after washing of each 200 g portion of 
lettuce, to determine the E. coli levels. Also after each portion of 200 g fresh-cut lettuce being 
washed, the washing baths were intermediate supplemented with 50 to 90 ml potable water to the 
initial volume (respectively 4 l for WB1 and 3.6 l for WB2) to account for the water losses during the 
process of fresh-cut lettuce washing and the amount of water taken for testing (approximately 45-85 
ml being the amount of water being adhered to the portion of fresh-cut lettuce being washed and 
taking out of the water bath when recovering the lettuce from the washing bath). The whole 







6.3.5 Determination of cross-contamination from water to lettuce using E. coli 
as an indicator organism 
In this experiment, WB1 containing 4 l of standardized water (5 + 2 °C, pH = 7.6 + 0.2) was spiked 
with E. coli to evaluate the potential transfer of E. coli from the inoculated standardized washing 
water (without addition of sanitizers) to the fresh-cut lettuce when subjected to a washing procedure 
as is the case in an industrial fresh-cut washing process. Furthermore, the effect of washing the 
fresh-cut lettuce subsequently in a second washing bath (WB2), containing initial potable water (3.6 
l, 5 + 2 °C, pH = 7.2 + 0.2) (product/water ratio starting at 0.05 kg/l) on the residual E. coli 
contamination level on the lettuce was established. The E. coli cross-contamination from the water 
to the lettuce was monitored for ten consecutive portions of 200 g of fresh-cut lettuce being 
subjected to the simulation of the industrial washing process. The E. coli contamination of the 
standardized washing water in WB1 was set in three separate experiments (A, B and C) at approx. 
3.0, 4.0 and 5.0 log CFU E. coli/100 ml. These levels are indicative for various potential levels of E. coli 
load in the water of the washing baths that may be obtained in a fresh-cut lettuce produce 
processing company when no sanitizers are used (Chapter 5). For each E. coli contamination level of 
WB1, the experiment was conducted in duplicate. The same experimental approach for washing the 
fresh-cut lettuce, sampling and analysis was used as mentioned above in Section 6.3.4. A schematic 
representation is depicted in Figure 6.1.  
 
Figure 6.1: Schematic representation of the washing and sampling protocol applied for the determination of 
bacterial and viral transfer from prolonged used water to fresh-cut lettuce. WB1: washing bath 1; WB2: 
washing bath 2; Lett: lettuce. 
Briefly, 5 ml water samples were taken to determine the E. coli levels of WB1 and WB2 after each 
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of each portion of lettuce involved). After washing, the washing baths were intermediate 
supplemented with the same water quality initially present in the respective wash baths. 
6.3.6 Determination of the effect of a final rinsing step with potable water on 
residual E. coli contamination of fresh-cut lettuce 
This experiment was performed to establish whether rinsing with potable water would be more 
effective to reduce the introduced E. coli load on the washed fresh-cut lettuce (via transfer from the 
water in WB1) than washing (and thus submersion of the fresh-cut lettuce portion) in a second 
washing bath with initial potable water. Four portions of 200 g of cut lettuce were subsequently 
washed in a washing bath with 4 l of inoculated standardized washing water. The experiment was 
performed with three different inoculum levels of E. coli (4.1, 5.2 and 6.4 log CFU E. coli/100 ml). 
However, in this experiment after the first washing bath, the 200 g washed fresh-cut lettuce was not 
transferred to a second washing bath with (initial) potable water. Instead, the 200 g washed fresh-
cut lettuce was subsequently rinsed with a full cone nozzle with potable water for 10 to 20 s applying 
various volumes of rinsing water. The 200 g portions of prior washed (in WB1) fresh-cut lettuce were 
rinsed with respectively 400, 300, 200 and 100 ml of potable water. Four 10 g samples of the fresh-
cut lettuce portion before rinsing and after rinsing were dried by a handheld salad spinner for 30 s 
and analyzed for E. coli numbers. E. coli was also enumerated in the water samples of the WB after 
every portion of fresh-cut lettuce being washed.  
6.3.7 Determination of transfer and cross-contamination of E. coli O157, MS2 
phage and MNV-1 from water to fresh-cut lettuce 
The approach as mentioned in section 6.3.5 for determination and transfer of E. coli from water to 
lettuce was repeated. For the evaluation of the transfer and cross-contamination of E. coli O157 
(NalR, VT-) and MS2 phages only three instead of ten (as in section 6.3.5) portions of fresh-cut lettuce 
were subsequently washed. As such, in three independent experiments (experiment A, B and C), the 
standardized washing water of WB1 (4 L, 5 ± 2°C) was spiked respectively with 4.8, 5.6 and 6.7 log 
CFU E. coli O157/100 ml and 4.0, 5.1 and 6.5 log PFU MS2/100 ml. WB2 contained initially 3.2 L 
(product/water ratio starting at 0.05 kg/L) non-inoculated potable water (5 ± 2°C). A single 
experiment involved the two phase washing of three subsequent portions of lettuce (200 g each) 
with the washing water of WB 1 (10 ml sampled) and WB2 (34 ml sampled) and the fresh-cut lettuce 
being sampled after passing WB1 and WB2 as described in section 6.3.4 (or Figure 6.1) and analyzed 
for the presence of respectively E. coli O157 and MS2 phages. This simulation was also repeated with 








standardized washing water in WB1. The pH of the two WBs were measured before the washing of 
each of the three portions of lettuce and was respectively 7.5 ± 0.1 and 7.9 ± 0.1 for WB1 and WB2.  
6.3.8 Bacterial analysis 
For E. coli and NalR E. coli O157 enumeration in lettuce, 10 g of lettuce was weighed in a stomacher 
bag and homogenized for 1 min in 90 ml peptone water (Oxoid, UK). Tenfold dilution series were 
prepared in peptone physiological salt and enumerated using the pour plate method on RAPID’E.coli 
2/Agar (BioRad, France) and on Chromocult coliform-Nal+ agar (Merck) (Nal, 50 mg/ml) for 
respectively E. coli (AFNOR, 2004) and E. coli O157. Plates were incubated at 37°C for 18-24 h. Due to 
the expected low concentration, the enumeration of E. coli in water of the washing baths was 
analyzed according to ISO 9308-1 (i.e. membrane filtration) although the less selective tergitol 7 
media was replaced by Rapid’E.coli 2 chromogenic media (Biorad, France) (ISO, 2000a).  
The enumeration of NalR E. coli O157 in water was performed by means of tenfold dilution series in 
PPS and the pour plate method with Chromocult coliform-Nal+ agar (Nal, 50 mg/ml) when high 
contamination levels were expected and by membrane filtration method when low contamination 
levels were likely. Both media were incubated at 37°C for 18-24 h. 
6.3.9 Viral analysis 
The titer of the water of both WBs was directly determined by a double-layer plaque assay (Wobus et 
al., 2004) without a virus concentration step after storage at -80°C. For virus detection on lettuce 
samples (10 g), the viral elution-concentration method was used as described before (Baert et al., 
2008a; Stals et al., 2011), although slightly modified (no pectinex in elution buffer and no 
chloroform/butanol purification step was included). The final virus concentrate (2 ml) was stored at -
80°C for the detection of viruses. MS2 phages were detected according to ISO 10705-1 (ISO, 1995) 
and MNV-1 was detected by plaque assay as described by Wobus et al. (2004). 
6.3.10 Data analysis 
SPSS statistics 20 and Microsoft Excel were used for statistical analysis. The Kolmogorov-Smirnov test 
and Levene’s test were used to assess normality and equality of variance respectively. If normally 
distributed, the difference of the microbial load on the lettuce before and after WB1 was determined 
by a one sample t-test. A paired t-test was used to check the influence of WB2 or rinsing on the 
microbial quality of the lettuce. If normality or equality of variance could not be assumed, the 
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contamination of the lettuce were checked by means of a spearman rank correlation. P-values < 0.05 
were deemed statistically significant.  
The transfer ratio was calculated to quantify the cross-contamination of micro-organisms from the 
inoculated WB1 to the lettuce. A transfer ratio of 100% means that the microbial contamination in 
WB1 (4 l) is fully transferred to the lettuce (200 g). Meaning that 1 g of lettuce would contain after 
washing in WB1 an equal amount of micro-organisms as initially present in 20 ml of WB1. In reality, 
only a fraction of the micro-organisms present in WB1 is transferred. This transfer ratio was 
calculated by dividing the mean contamination level of the lettuce (CFU/g) after WB1 by the 
inoculation level (CFU/100 ml) divided by 5 and eventually multiplying by 100. For example: if 5.0 log 
E. coli/ 100 ml was available in the first washing bath, an 1.9 log E. coli/g was found on the produce, 
the product/water transfer ratio was calculated by means of following formula: 
 
6.4 Results  
6.4.1 Determination of cross-contamination from lettuce to water using E. coli 
as an indicator organism 
After washing a first 200 g portion of (artificially) contaminated lettuce (ca. 4.0 log CFU E. coli/g) in 
two subsequent WBs (both initially filled with potable water without sanitizers), a rapid transfer and 
high E. coli levels in the washing water of both washing baths were observed: respectively ca. 4.0 and 
3.5 log CFU E. coli/100 ml for WB1 and WB2 (Figure 6.2). After washing ten subsequent 200 g 
portions contaminated fresh-cut lettuce, the E. coli load in the washing waters increased up to 5.4 
log CFU E. coli/100 ml for WB1 and 4.9 log CFU E. coli/100 ml for WB2. For the (artificially) 
contaminated fresh-cut lettuce a mean significant reduction of 0.33 + 0.1 (P < 0.05, one sample t-
test) log CFU E. coli/g was observed after passing the WB1. An additional reduction of 0.16 + 0.1 (P < 
0.05, paired t-test) was observed after washing in WB2 (Figure 6.2b). 
6.4.2 Determination of cross-contamination from water to lettuce using E. coli 
as an indicator organism 
Washing fresh-cut lettuce (natural E. coli contamination < 1 log CFU E. coli/g) in standardized washing 
water simulating prolonged used water without sanitizers in a fresh-cut processing plant (chapter 5) 
resulted in cross-contamination from the washing water to the washed lettuce. In addition, a rapid 








established due to co-transfer of 50-90 ml adhered washing water from the WB1 to the lettuce to 
the WB2. Even at the immediate start of the washing experiment, when the first 200 g portion of 
washed lettuce was transferred from WB1 to WB2, E. coli levels of respectively ca. 1.5, 2.5 and 3.5 
log CFU/100 ml were measured in the water of WB2 for the three separate inoculation experiments 
A, B and C (Figure 6.3). During the continuation of the experiment, when subsequent (up to 10) 200 g 
lettuce portions were washed, the E. coli levels of the water of WB2 further increased with increasing 
amounts of lettuce having passed through the WB2. It can be noted when comparing the three 
inoculation experiments A, B and C that increasing the initial E. coli inoculum level of the 
standardized washing water in WB1 is accompanied with a significant increase in E. coli 
contamination on the lettuce (P < 0.01, KW) sampled after passing WB1. The contamination on the 
lettuce ranged from detection limit (< 1.0 log CFU/g) for experiment A (starting inoculum ca. 3.0 log 
CFU/100 ml) up to 1.9 + 0.1 log CFU/g for experiment C (starting inoculum ca. 4.9 log CFU E. coli/100 
ml) (Figure 6.3). 
In case of experiment C, with established enumerable contamination of E. coli on the fresh-cut 
lettuce, a mean significant decrease (P < 0.05, paired t-test) of 0.4 log CFU E. coli/g was observed on 
the fresh-cut lettuce portions after passing and submersion for 1 min in the washing water of WB2. 
Figure 6.4 shows the correlation between the E. coli contamination in the washing bath and the E. 
coli contamination on the washed batch of lettuce. When the wash water of the washing bath is 
contaminated with 3.6 + 0.1 log E. coli/100 ml the contamination on the lettuce is near to the 
detection limit for E. coli enumeration (1.0 + 0.3 log CFU/g). An increase in E. coli contamination in 
the wash bath was accompanied with a linear increase in contamination on the lettuce reaching 3.3 + 
0.1 log E. coli/g for a water contamination of 6.4 + 0.1 log CFU E. coli/100 ml (Figure 6.4). This 











Figure 6.2: E. coli contamination of the water (log CFU/100 ml) of washing bath 1 (♦) and washing bath 2 (■) (a) and E. coli contamination of the (initial 4 log E. coli 
contaminated) fresh-cut lettuce portions (log CFU/g) after passing in washing bath 1 (♦) and washing bath 2 (■) (b) in function of the number of 200 g fresh-cut lettuce 
portions washed in the washing bath  










































































Figure 6.3. E. coli contamination of the water (log CFU/100 ml) (a) and E. coli contamination of the (initial non-E. coli-contaminated) fresh-cut lettuce portions (log 
CFU/g) (b) after passing in washing bath 1 (♦) and washing bath 2 (■) in function of the number of 200 g fresh-cut lettuce portions washed in both washing baths with E. 






































































Figure 6.4: Impact of the initial E. coli contamination of the water ( log CFU E. coli/100 ml) in the washing 
baths (WB 1 and WB2) on the resulting E. coli contamination level of the lettuce (log CFU E. coli/g) after 
passing the washing baths.  
 
6.4.3 Determination of the effect of a final rinsing step with potable water on 
residual E. coli contamination of fresh-cut lettuce 
The reduction of the E. coli load on the lettuce by rinsing after washing in the contaminated WB 
increased from 0.08 + 0.07 for a product/water ratio of 2.0 up to 0.21 + 0.10 for a product/water 
ratio of 0.5 (Figure 6.5). Despite that the reduction was significant for all produce/water ratios 
(Paired t-test, P < 0.05), the microbial relevance of a 0.2 log CFU/g reduction is negligible (FDA, 2001).  
6.4.4 Determination of transfer and cross-contamination of E. coli O157, MS2 
phage and MNV-1 from water to fresh-cut lettuce 
For the transfer experiment with E. coli O157, WB1 was spiked with an inoculum of respectively 4.8, 
5.6 and 6.7 log CFU E. coli O157 (NalR)/100 ml for three subsequent inoculation experiments A, B and 
C. The cross-contamination of the lettuce was significantly related to the contamination of WB1 
(Spearman rank Correlation coefficient 0.94, P < 0.01). As such, in case of a higher inoculation level of 
WB1, the cross-contamination of the lettuce is higher after passing WB1. This was also visible in 
Table 6.1 by means of the transfer ratio, as this transfer ratio maintained in the same order of 
magnitude for the different inoculation levels of WB1.  
 
y = 0.83x - 2.0 

























Figure 6.5: E. coli levels (log CFU/g) on fresh-cut lettuce portions before (□) and after (■) rinsing (rinsing 
occurred with 400, 300, 200 and 100 ml of water per 200 gram fresh-cut lettuce portion). The fresh-cut 
lettuce portions were initially contaminated with E. coli by cross-contamination via prior washing 
(submersion with 1 minute mechanical stirring) in a 4 liter water bath with contamination levels of 
respectively 4.1 , 5.2 and 6.4 log
 
CFU E. coli/100 ml. 
The overall mean transfer ratio of E. coli O157 from WB1 to the lettuce was 1.0% ± 0.3% over all 
inoculation experiments, resulting in a mean transfer of respectively 2.0 ± 0.4, 3.0 ± 0.1 and 3.9 ± 0.1 
log CFU/ g lettuce for inoculation experiment A, B and C. After WB2, there is a significant decrease in 
contamination level of the lettuce (P < 0.01, paired t-test) compared to the contamination level of 
lettuce only washed in WB1. The mean reduction of contamination level of E. coli O157 on the 
lettuce after WB2 was 0.9 + 0.3 log CFU E. coli O157/g of lettuce over all inoculation experiments for 
E. coli O157. During each inoculation experiment, the contamination level of WB2 gradually 
increased during the washing of the three lettuce portions until a level approximately 0.9 ± 0.1 log 
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Table 6.1. E. coli, E. coli O157, MS2 and MNV-1 on lettuce leaves and in processing water after washing of 





N° of lettuce 
portion 
Log CFU or 
PFU/100ml in 
WB 1 
Log CFU or PFU/g 
on lettuce after 
WB1 (X%) 
Log CFU or 
PFU/100ml in 
WB 2 (Δa) 
Log CFU or PFU/g 
on lettuce after 
WB 2 (Δb) 
E. coli A 0 2.9 < 1 < 0 < 1 
  1 2.9 < 1 1.6 (1.3) < 1 
  2 2.9 < 1 1.9 (1.0) < 1 
  3 2.9 < 1 2.1 (0.8) < 1 
  10 2.9 < 1 2.3 (0.6) < 1 
 B 0 4.0 < 1 < 0 < 1 
  1 3.9 1.0±0.2 (0.7%) 2.4 (1.5) < 1 
  2 3.9 1.1±0.2 (0.8%) 2.8 (1.1) < 1 
  3 3.9 1.0±0.2 (0.7 %) 2.9 (1.0) < 1 
  10 3.9 1.2±0.2 (0.9%) 3.2 (0.7) 1.1+0.1 (0.1+0.1) 
 C 0 5.0 < 1 < 0 < 1 
  1 4.9 1.9±0.2 (0.5%) 3.5 (1.4) 1.3+0.2 (0.6+0.2) 
  2 4.9 1.9±0.2 (0.5%) 3.7 (1.2) 1.4+0.1 (0.5+0.2) 
  3 5.0 1.9±0.2 (0.5%) 3.9 (1.1) 1.3+0.3 (0.6+0.1) 
  10 4.9 2.0±0.1 (0.6%) 4.4 (0.5) 1.7+0.1 (0.3+0.1) 
E. coli O157 A 0 4.9 ND < 0 ND 
  1 4.9 2.2* (1.1%) 3.4 (1.5) 1.0±0.0 (0.6±0.8) 
  2 4.8 1.9±0.0 (0.6%) 3.5 (1.3) 1.0* (0.9±0.0) 
  3 4.7 2.0±0.0 (0.8%) 3.8 (0.9) < 1 
 B 0 5.5 ND < 0 ND 
  1 5.6 3.1±0.1 (1.5%) 4.2 (1.4) 1.8±0.2 (1.3±0.2) 
  2 5.7 3.0±0.1 (1.1%) 4.5 (1.2) 2.0±0.1 (1.0±0.1) 
  3 5.6 2.9±0.0 (1.0%) 4.6 (1.0) 2.1±0.2 (0.8±0.2) 
 C 0 6.6 ND < 0 ND 
  1 6.7 4.0±0.1 (0.9%) 5.2 (1.5) 2.9±0.0 (1.1±0.1) 
  2 6.8 3.9±0.1 (0.8%) 5.5 (1.3) 3.0±0.1 (0.9±0.1) 
  3 6.7 3.9±0.1 (0.8%) 5.9 (0.8) 3.2±0.1 (0.7±0.1) 
MS2 phage A 0 4.1 ND < 2 ND 
  1 3.9 1.8* (0.3%) 2 (1.9) < 0.3 
  2 3.9 0.7±0.5 (0.3%) 2.8 (1.1) < 0.3 
  3 4.0 0.7±0.5 (0.3%) 3.0 (1.0) 0.3±0.0 (0.4±0.5) 
 B 0 5.1 ND < 2 ND 
  1 5.1 2.0±0.1 (0.4%) 3.3 (1.8) 1.1±0.1 (0.9±0.1) 
  2 5.1 2.0±0.0 (0.4%) 3.7 (1.4) 1.1±0.5 (0.9±0.5) 
  3 5.2 2.3±0.0 (0.7%) 3.9 (1.3) 1.3±0.4 (1.0±0.4) 
 C 0 6.6 ND < 2 ND 
  1 6.6 3.8±0.0 (0.9%) 5.2 (1.4) 2.4±0.1 (1.4±0.1) 
  2 6.5 3.6±0.0 (0.6%) 5.4 (1.0) 2.8±0.2 (0.8±0.2) 
  3 6.4 3.7±0.1 (0.8%) 5.7 (0.7) 3.1±0.0 (0.6±0.1) 
MNV-1 A 0 6.4 ND < 2.3 ND 
  1 6.4 3.5±0.0 (0.5%) 4.7 (1.7) 2.0±0.0 (1.5±0.0) 
  2 6.5 3.4±0.0 (0.5%) 4.8 (1.7) 2.1±0.1 (1.3±0.1) 
  3 6.5 3.3±0.0 (0.4%) 5.1 (1.4) 2.0±0.2 (1.3±0.2) 
 ‘
a
’: difference (∆) in log units/100 ml between the contamination level of WB1 and WB2 
‘
b
’: the reduction (∆) in log units/g lettuce of the contamination level of the lettuce after washing in WB2 
compared to lettuce only washed in WB1  
detection limit of E. coli, E. coli O157, MS2 and MNV-1 in water is respectively 0 log CFU/100 ml, 0 log CFU/100 
ml, 2.0 log PFU/100 ml and 2.3 log PFU/100 ml water; in lettuce the detection limit is respectively 1 log CFU/g 
lettuce, 1 log CFU/g lettuce, 0.3 log PFU/g lettuce and 0.3 log PFU/g lettuce) 
ND: not determined 
‘*’: one of both duplicates had a concentration below detection limit in lettuce. In this case only the 










For the transfer experiment of MS2 phages from the wash water to the lettuce, the inoculum level of 
MS2 in WB1 was respectively 4.0, 5.1 and 6.5 log PFU/ 100 ml for experiment A, B and C. The overall 
mean transfer ratio of MS2 from WB1 to the lettuce was 0.5% ± 0.2% over all inoculation 
experiments, resulting in contamination levels for the lettuce of respectively 0.7 ± 0.4 log PFU/g, 2.1 
± 0.2 log PFU/g and 3.7 ± 0.1 log PFU/g for inoculation experiment A, B and C. Thus, the extent of the 
MS2 cross-contamination from WB1 to the lettuce was – similar to E. coli O157 – related to the 
contamination level of WB1 as an increase in contamination level of WB1 resulted in a higher cross-
contamination level to the lettuce. Further processing of the lettuce in WB2 significantly reduced (P < 
0.01, paired t-test) the MS2 contamination level of the lettuce in each portion with approximately 0.9 
± 0.3 log PFU in inoculation experiment B and C. Results from inoculation experiment A were not 
included as the microbial load of the lettuce after WB2 was below the detection limit in two out of 
three portions. However, for inoculation experiment C, it is discernible that the effect of WB2 in 
reducing the microbial level of the processed lettuce portions, showed a slight downward trend as 
more consecutive portions of lettuce were processed and hence the contamination level of WB2 rose 
till its final level of approximately 0.7 log PFU/100 ml lower than the contamination level in WB1 
(Table 6.1). 
For MNV-1, the inoculation experiment involving a contamination level of WB1 of 6.5 log PFU/ 100 
ml showed that the contamination level of WB2 approached the contamination level of WB1 up to a 
level of approx. 1.4 log PFU/100 ml. The mean transfer ratio of MNV-1 from WB1 to the lettuce was 
0.5% ± 0.1% resulting in a mean contamination level of 3.4 ± 0.1 log PFU/g lettuce after WB1. 
Noteworthy, a significant reduction of approx. 1.3 ± 0.2 log PFU/g lettuce was observed after 
washing the lettuce in WB2 (P < 0.01, Paired t-test). 
6.5 Discussion 
In general, washing systems for any fresh-cut vegetable processing consist of two or three separate 
washing stages (FSAI, 2001). The first WB aims to eliminate general field dirt and debris. 
Consequently, the organic and microbial load of this washing water may increase rapidly. The 
purpose of the subsequent WB(s) includes the reduction of the microbial load from the lettuce 
leaves. In the chapter, a fresh-cut lettuce washing process was simulated through a dynamic process 
using two washing steps. The microbial load of both wash water and lettuce were measured after 
each portion was washed. This study distinguishes itself from previous studies by the measurement 
of the microbial load of both water and produce, the absence of sanitizers in the washing baths and 





Quantitative study of cross-contamination 
145 
 
Baert, et al., 2008; Croci, de Medici, et al., 2002; Lopez-Galvez, Gil et al., 2010; Luo, 2007; Luo et al., 
2011). Quantitative information about the bacteriological and viral transfer from water in these WBs 
to lettuce and vice versa during a washing process was provided. Insight was gained into proper 
water management in the case when sanitizers are not used either voluntarily or prohibited under 
national legislation (Artes et al., 2009; Rico et al., 2007). Furthermore, these data may gain insights 
useful for future risk assessment and management (Danyluk & Schaffner, 2011). In this chapter the 
microbial load was represented and monitored by inoculation and enumeration of hygiene indicator 
E. coli, the pathogen E. coli O157 and MS2 bacteriophage and MNV-1 as surrogates for human NoV.  
The numbers of E. coli on unprocessed lettuce may vary from below the detection limit (< 1 log 
CFU/g) to approximately 4 log CFU/g (Arthur et al., 2007; Aycicek, Oguz, & Karci, 2006; Boraychuk et 
al., 2009; et al., 2006) with E. coli levels > 2 log CFU/g indicated overall as marginal quality and of > 3 
log CFU/g as unacceptable quality (EC Regulation 2073/2005) (Anonymous, 2005). Overall, due to low 
infectious dose of both pathogenic E. coli and norovirus the absence of these pathogens per 25 gram 
is warranted. For NoV, most contamination levels that have been found on leafy greens ranged from 
0 to 3 log genomic copies/g leafy greens (Baert et al., 2011; Kokkinos et al., 2012). The microbial load 
in the washing water of the first washing bath used in fresh-cut processing is predominantly affected 
by the initial microbial quality of the crops upon arrival from the field at the processing factory 
(Allende et al., 2008). In the chapter, it was shown that if highly contaminated (4 log E. coli CFU/g 
lettuce) lettuce crops were submitted to the washing baths, a rapid cross-contamination from the 
fresh-cut lettuce to the washing water of the WBs occurred. Several studies have investigated viral 
transfer to washing water originating from strawberries (Casteel et al., 2009) and lettuce (Baert et al., 
2009b). In the latter study, washing of 50 g of viral contaminated iceberg lettuce (inoculums: approx. 
6.7 log PFU MNV-1) for 5 min in 500 ml (product/water ratio of 0.1 kg/l) of tap water resulted in a 
viral contamination level of 3.73 ± 0.06 log PFU/ml of wash water.  
Notwithstanding the artificial contamination and thus probably less adherent (or internalized) 
bacterial cells being present, the mean decrease of the E. coli load on the lettuce after washing in the 
two WBs was only 0.5 log CFU/g which is lower than the 1 to 2 log reductions mentioned in other 
publications (Lopez-Galvez et al., 2010; Ragaert et al., 2010). Potable water is able to remove micro-
organisms to some degree, the process can be slightly enhanced by the use of sanitizers for 
disinfection (Beuchat, 1998; Van Haute et al., 2013a). Water in both WBs can become 








Moreover, once the washing water is contaminated with E. coli, and in the absence of sanitizers, 
there is opportunity for further spread and cross-contamination of the microbial load from the 
washing water to the subsequent fresh-cut lettuce portions subjected to the washing process. 
Contamination levels exceeding 4 and 3 log E. coli/100 ml washing water for respectively WB1 and 
WB2 resulted in elevated levels of E. coli on the washed fresh-cut lettuce, even after the processing 
of only one portion of lettuce (200 g lettuce in 4 liter washing water, a product/water ratio of 0.5 
kg/l). Concentrations higher than 5 log E. coli/100 ml resulted in levels exceeding 2 log E. coli CFU/g 
of lettuce. The results obtained by these experiments are supported by the real life study of chapter 
5, where E. coli levels higher than 2 log CFU/g were enumerated on processed lettuces when 
concentrations of 5 log CFU/100 ml were observed in the wash water of a fresh-cut lettuce plant in 
operation. In the same field study it was also observed that concentrations exceeding 4 and 3 log E. 
coli/100 ml resulted in elevated E. coli levels on the processed lettuce. However, lower 
concentrations in the water do not imply the absence of E. coli on the lettuce as no enrichments 
were conducted in the study. Similar contamination results were obtained for E. coli O157. 
Regardless of the inoculation level of the water in WB1, a rapid increase of the E. coli/E. coli O157 
loads in WB2 was also observed. This latter can be explained by the transfer of drain water attached 
to the lettuce during transfer from the first to the second WB. After a rapid initial increase, the 
contamination of WB2 further augmented during the washing process to approximately 1 - 0.5 log 
below the inoculation level of WB1 after processing of respectively 0.6 kg or 2 kg of lettuce. A similar 
trend in transfer between both washing baths was observed for the viruses. 
Besides the cross-contamination between the WBs, the non-contaminated incoming lettuce was 
contaminated via the inoculated WB1 as well. The degree of contamination of the lettuce depended 
on the inoculation level and increased at higher contamination levels of WB1. This means that, if no 
sanitizers are allowed, a highly concentrated point contamination with E. coli (e.g. bird feces 
attached to a crop of lettuce) or viruses (from human feces) is able to introduce E. coli or other 
pathogens in the processing water. Through analysis of the transfer ratios it became also clear that 
only a very small fraction of the micro-organisms (≤ 1.5%) was transferred from the water phase to 
the lettuce and this as well for bacteria as for viruses. Even though this transfer ratio is low, point 
contaminations with E. coli or viruses on the fresh produce can easily result in high contamination 
levels in the subsequent WBs and hence in a high level of cross-contamination to the washed lettuce. 
For example for E. coli this implicates that (assuming that 1 g of bird feces contains ca. 8 log CFU E. 
coli/g (Anderson et al., 1997; Fogarty et al., 2003; Haack et al., 2003; Roll & Fujioka, 1997)) 1 g of bird 
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water is able to contaminate the potable water in the washing bath up to more than 4 log CFU of E. 
coli/100 ml and can thus contaminate the whole lettuce batch.  
NoVs can be present in human feces in high concentrations up to 6x1010 genomic copies/g of stool 
(Richards et al., 2004) and can be transferred to the lettuce at a pre-harvest stage (e.g. due to 
contaminated irrigation water) or during harvesting because of unhygienic practices (Seymour & 
Appleton, 2001). Due to a combination of high level fecal shedding, high virus stability and low 
infectious dose, viruses are identified justly as one of the hazards concerning leafy green vegetables 
(WHO, 2008). 
The use of an additional washing step or rinsing step (with potable water) after the initial washing 
process did not provide any relevant microbial reduction of established bacterial or viral 
concentration of the washed fresh-cut lettuce. The ability to attach strongly to the leaf epidermis 
even after only a 1 min dip in a washing tank, was observed for E. coli in previous studies (López-
Gálvez, Gil, Truchado, Selma, & Allende, 2010; Shaw et al., 2008). Besides the bacterial-surface 
structures that play a role in the bacterial attachment (Shaw et al., 2008), the virus-specific factors 
(e.g. virus pI, presence of food-specific ligands), food (surface) factors (e.g. presence of virus-specific 
ligands, access to food interior) and extrinsic factors (e.g. pH and presence of substances competing 
for binding) (Le Guyader & Atmar, 2008) play a role in viral attachment/adsorption to (food) surfaces. 
The interaction of pathogens with produce surfaces can consists of a physical entrapment below the 
surface in stomata and cut edges (Esseili et al., 2012; Seo & Frank, 1999; Solomon & Matthews, 2006; 
Wei et al., 2010). The latter, could create protective shelters, making washing ineffective (Seo & 
Frank, 1999; Singh et al., 2002).  
Concerning the virus/food specific binding it was also shown in an experiment performed by Esseili et 
al. (2012) that virus-like particles (VLPs) of humane NoV GII.4 can specifically bind to lettuce plant 
leaves mainly through the carbohydrates of the cell wall next to minor binding to cell wall proteins. 
Virus adsorption/binding to lettuce has been found to vary depending on the viral strain (Vega et al., 
2005) and type of lettuce (Gandhi et al., 2010). As such, the reducing effect of a second phase 
washing in WB2 on the level of viral and bacterial contamination on the lettuce was irrelevant 
suggesting that the main priority should be to avoid cross-contamination and distribution of micro-
organisms during the washing process knowing that the adherence is likely higher on injured surfaces 
(cut) than not injured surfaces (Esseili et al., 2012; Han et al., 2000; Takeuchi et al., 2000) and even 
more difficult to remove (Baert et al., 2009a; Han et al., 2000; Keskinen & Annous, 2011). 
These results emphasize the vulnerability of a washing process for microbial contamination when no 








prerequisite is not adequate from a food safety perspective. Currently, the fresh produce companies 
in some European countries where sanitizers are prohibited rely mostly on the initial microbial 
quality of the crops upon arrival from the field and excessive amounts of potable water (Olmez & 
Kretzschmar, 2009). However, these results suggest that a systematic refilling of the water in WB2 
provides little benefit to maintain potable water quality if the first WB is contaminated and will act as 
a vehicle for transmission of viruses/bacteria from contaminated water to lettuce. This is confirmed 
by other studies showing that the risk of cross-contamination is not removed by using large 
quantities of water (Chapter 5; López-Gálvez et al., 2009). Considering the sustainable use of water, 
the use of excessive amounts of water for washing of fresh produce might be avoided as availability 
of potable water is restricted and costly in many areas of the world (Menzel & Matovelle, 2010; 
Parish et al., 2012).  
To limit the water use and tackle the risks of cross-contamination, a disinfectant agent even at low 
concentrations for maintaining acceptable water quality could be considered (López-Gálvez et al., 
2010; Van Haute et al., 2013a). The main effect of sanitizing treatments for washing fresh-cut 
produce is indeed aimed at reducing and controlling the microbial load of the water used in fresh-cut 
processing and thus prevent the transfer of micro-organisms (including E. coli, enteric pathogens and 
viruses) from contaminating the fresh-cut end product rather than having a decontamination or 
preservative effect on the produce itself (Baert et al., 2009; Gil et al., 2009; Van Haute et al., 2013a; 


























Chapter 7 General Discussion and Future Perspectives 
7.1 Introduction 
In the US, between 1998 and 2007, salads, vegetables, and fruits were linked to respectively 345, 228 
and 111 reported foodborne outbreaks and associated with a large number of diseased individuals 
(≥11,200 cases in total) (CSPI, 2009; Olaimat & Holley, 2012). The most common produce items 
associated with outbreaks are leafy green vegetables (Delaquis et al., 2007; DeWaal, 2009). These 
were categorized as the highest priority in terms of fresh produce safety by the World Health 
Organization (WHO) in 2008 (Delaquis et al., 2007; DeWaal, 2009; Ilic et al., 2008; Jacxsens et al., 
2010; WHO, 2008). Many factors were already identified as possible routes of microbial 
contamination of leafy greens such as unsafe irrigation or process water, the use of insufficiently 
treated biosolids or manure for fertilization, poor worker hygiene, and lack of adequate sanitation of 
equipment. To guarantee the safety of fresh produce, farms or companies use Good Agricultural 
Practices (GAPs), Good Manufacturing Practices (GMPs) and Good Hygiene Practices (GHPs) to 
control microbial, chemical and physical hazards in the fresh produce supply chain. Retailers or other 
stakeholder organizations (national or international) developed quality assurance standards or 
guidelines, which involve third party certification either or both applicable for primary production 
activities (e.g. such as GlobalGap, Belgian IKKB standard) and for processing companies (e.g. BRC, IFS, 
ISO22000). These guidelines or standards are designed to reassure consumers (or retailers) about 
procedures in place on how to produce and process safe food. Systematic studies to identify the 
current microbial situation and the critical points through the production of fresh-cut vegetables to 
consumption process where microbial contamination or growth may occur were lacking in Belgium. 
One of the main objectives of this PhD study was to address these data needs, to identify risk factors 
for potential microbial contamination, and to find possible bottlenecks in implementation of “good 
practices” in leafy greens’ production, exemplified by the case study of butterhead lettuce, starting 
from seedling up to the marketed ready-to-eat end product in Belgium. A risk factor is defined as an 
environmental, behavioral or biologic factor which if present, directly increases the probability of a 
disease occurring, and if absent or removed reduces the probability (Beck, 1998). A bottleneck is 
defined as an event where the performance or capacity of an entire system is limited by a single or 








7.2 Risk factors /bottlenecks at primary production 
7.2.1 Awareness on microbial foodborne hazards 
The research work in Chapter 2 and 3 provided data on the microbiological safety of leafy greens in 
greenhouse and open field butterhead lettuce production by specifically enumerating various 
microbiological parameters (such as E. coli, Salmonella spp., EHEC, Campylobacter spp.). By 
combining the microbiological aspect with an interview and checklist on several farm practices that 
might affect microbiological safety of fresh produce, information was gathered on the status of 
implementation of good agricultural production practices, management, and operation of lettuce 
production in West Flanders, Belgium. 
The actual situation of the microbial contamination of lettuce and the lettuce production 
environment (water/soil) was comparable to reported data obtained from other developed countries 
(Boraychuk et al., 2009; Loncarevic et al., 2005; Oliveira et al., 2010). The farmers and stakeholders’ 
focus is mainly on the use of pesticides and pesticide residues. Their knowledge on the appropriate 
use of pesticides and the pesticide residue monitoring is well elaborated and functional. Protocols 
and registration forms supporting the prerequisites on integrated pest management (e.g. registration 
and documentation of authorized pesticides, adequate use of pesticides in terms of concentration, 
application format, timing, etc.) are in place. Annual monitoring plans for pesticide residues are 
implemented by both the Belgian competent authority (The Federal Agency for the Safety of the 
Food Chain (FASFC)) and the auctions (farmer cooperatives). Samples are analyzed in an accredited 
laboratory with feedback of results to the farmers.  
During the survey the awareness and knowledge on microbial foodborne hazards and also the rather 
“generic” nature of the guidelines or legislation in place were established as the major bottlenecks in 
the elaboration of a robust food safety management system to safeguard microbial safety and 
hygiene of leafy greens.  
As the experts pointed microbiological hazards as the main emerging food safety problem in fresh 
produce (Van Boxstael et al., 2013), the need for improving the awareness and knowledge of 
individual farmers about microbial aspects of food safety and the need for good agricultural practices 
to ensure hygiene and safety of leafy greens was demonstrated. The interviewed farms’ owners were 
not familiar with the common foodborne pathogens such as Salmonella spp., EHEC, Campylobacter 
spp. or even generic E. coli and the risks associated with their presence. The farmers did not have any 
kind of verification or documentation system in place for the microbial aspects. Probably because no 
microbiological guidelines are available for leafy greens at the primary production stage in the 








individual farm owners interviewed did not receive any complaints with regard to microbial safety. 
As a result, there were no urging incentives for monitoring at the farm and they showed no intention 
to implement a microbiological sampling scheme. Microbial criteria in EU legislation on Salmonella 
spp. and E. coli are present for precut vegetables (Anonymous, 2005). In primary production, the 
Federal Agency for the Safety of the Food Chain (FASFC) monitors fresh produce. However efforts are 
mainly targeting the fresh-cut produce and not whole heads of lettuce. On the other hand, farms, 
especially the greenhouse farms, were aware of the plant pathogens. Recently, some samples were 
also taken from whole heads of lettuce by the auction association (Logistieke en Administratieve 
Veilingassociatie (LAVA)). 
7.2.2 Selection and microbial quality of water sources for irrigation and at 
harvest 
At the moment, there is pressure on water resources due to factors such as growing population, 
industrial activities, climate change, and the restricted use of groundwater. For example in Belgium, 
conform the European Water Framework Directive, the abstraction of groundwater has to be in 
accordance with the capacity of the water system, the Sokkel abstraction of groundwater in Belgium 
needs to decrease by 75 % (VMM, 2007) as almost 44 % of the measured groundwater levels showed 
a decrease in volume and only 20 % an increase (VMM, 2012). Therefore in Belgium, but also in other 
countries worldwide, it is common practice to use collected rainwater or surface water for irrigation. 
In some occasions, this water source was used to remove soil or dirt from the lettuce crops at 
harvest. In addition, in Belgium as in most Northern European countries, overhead spray irrigation is 
most frequently used despite the fact that the risk is higher compared to subsurface irrigation due to 
the direct contact between water and produce (Hamilton et al., 2006; Song et al., 2006).  
The lack of detailed microbiological guidelines on water for irrigation in national standards or 
European legislation, combined with the limited awareness and knowledge on foodborne human 
pathogens or indicator organisms potentially occurring in leafy greens and water, explains the 
occasionally high levels of E. coli and the presence of pathogens in the present study in the water 
sources and accidentally also on the lettuce crops. As established in chapter 3, a shift from the use of 
overall assumed clean potable borehole water to open reservoir water (often a combination of 
collected rainwater or surface water) which is more susceptible to microbial contamination and 
proliferation is a risk factor for introduction of microbial hazards on the lettuce crops.  
The majority of the farmers analyzed the water only annually and had a record of the water quality. 
However, the value of the recorded analysis of the water can be debated as it is only sampled once. 








In EU, the primary responsibility, in terms of food safety, rests with the farmer/vegetable grower or 
processing company who distributes/markets the crop or fresh-cut bagged fresh produce. Regulation 
(EC) No 852/2004 of the European Parliament and of the Council of 29 April 2004 on the hygiene of 
foodstuffs requires that food business operators producing or harvesting plant products are to take 
adequate measures, as appropriate including using potable water, or clean water whenever 
necessary to prevent contamination. Therefore the use of clean water is permitted in primary 
production in primary washing steps for raw product e.g. at harvest. There are no actual guidelines or 
prerequisites on water for irrigation water, although Regulation (EC) No 852/2004 also recommends 
taking account of the results of any relevant analyses carried out on samples taken from plants or 
other samples that have importance to human health. In the present case of lettuce production this 
last sentence might be interpreted also as an incentive to use relevant analysis of water samples for 
hygiene indicators or foodborne pathogens.  
Therefore, in the framework of good agricultural practices and self-checking systems, also the 
individual farm owners need to assess any risks eventually associated with the irrigation of plant 
products that they cultivate and market. They could take, if necessary, precautionary measures to 
control any risk of contamination of plant products via the use of water at primary production 
(irrigation water but also water used at harvest).  
In Belgium only general instructions apply to the primary production stating that the operators have 
to guard as good as possible that the products of primary production are protected from 
contamination in relation to further processing of primary products. Operators have to use potable 
or clean water, when this is necessary to prevent contamination (Regulation (EC) No 852/2004). 
Potable water and clean water should not contain unacceptable risks and can be used without 
restriction for irrigation (IKKB, 2010). IKKB defined clean water as water with maximum 4 log CFU E. 
coli/100 ml. To assist the farmer/vegetable grower to control the risks potentially associated with 
irrigation, and despite the lack of accurate data, IKKB makes several recommendations based on the 
recommendations of the WHO (Blumenthal et al., 2000; FAVV, 2009). The most important 
recommendation concerns the ban of untreated wastewater use (= non-purified) for irrigation. 
Groundwater, rainwater or surface water (or a combination thereof), which has been previously 
stored or not stored in pits, open or closed tanks, possibly recycled after previous use, may be used 
for irrigation if the water has a maximum load below 3 log CFU E. coli/100 ml (FAVV, 2009). These 
values were largely based upon former WHO guidelines mentioning < 3 log CFU fecal coliforms/100 









The Canadian governments recommend the following criteria for the quality of irrigation water: ≤ 2 
log CFU fecal coliforms (or E. coli) per 100 ml and ≤ 3 log CFU total coliforms per 100 ml (Canadian 
Water Quality Guidelines for the Protection of Agricultural Water uses, 2005).  
However, the WHO moved from strict water quality standards to a more risk-based approach, as 
evidenced by their 2006 guidelines for the safe use of wastewater, excreta and grey water (WHO, 
2006). 
 
However, there is a need for elaboration of useful recommendations regarding the use of water in 
primary production as currently a lot of different guidelines are available (Table 7.1). Furthermore, 
the microbiological data obtained in the present research work and from the interviews with 
individual farmers specifically water management distinguished itself as risk factor for the safety of 
lettuce production in Belgium.  
7.2.3 Climate, seasonality and weather conditions  
It became clear that different parameters such as the presence and levels of indicator bacteria or the 
climatic conditions (temperature or precipitation during lettuce production) had a low predictive 
value for the presence of pathogens or indicator bacteria. For example, a very low correlation (R = 
0.12) was observed between the water temperature and the presence of pathogens in the water. 
Still, temperature, precipitation, and E. coli concentration provided some information concerning the 
most critical periods for possible pathogen contamination of the produce or the water, especially in 
case of water collected in open reservoirs (McEgan et al., 2013; Schilling et al., 2009). For example, 
pathogens were only detected in water and produce in the time period from May to November, 
when the temperature during sampling was the highest (from 13.7°C in May to a maximum of 19°C in 
August and 11.7°C in November). These periods, related to the season and weather conditions, could 
induce a higher state of awareness and may provoke increased frequency of testing or temporarily 
use of water treatment or a shift in water source or irrigation method used to prevent unacceptable 






Table 7.1: Different guidelines proposed by different organizations 
 Codex Alimentarius, 
(2003b)  
GlobalGap (2012) SQF (SQF, 2009) FSMA (FSMA, 2013) FSLC (FSLC, 2007) WHO 
(Blumenthal et al., 










identify the sources 
of water, assess its 
microbial quality, 




a known clean 
source or treated to 
make it suitable for 
use 
adequate for its 
intended use 




water quality as 
stated in FSLC 
standards 
microbial criteria 
have only been 
established for the 
use of treated 
wastewater for the 
irrigation of crops 
that are likely to be 
eaten uncooked 
creek, open well, 
drilled well, rain, 
potable or 
vegetable wash 
water, or water 
used in the 
processing of 




have only been 
established for the 
use of treated 
wastewater for the 
irrigation of crops 
that are likely to be 
eaten uncooked 
the irrigation water 
source should be 




/ If treated sewage 
water is used, water 
quality complies 
with WHO 
guidelines. If water 
might be polluted 
must comply with 
local or WHO 
guidelines 








Water that may 
come in contact 
with the harvestable 
portion of produce 
must meet a 
standard of no more 
than 235 CFUs of 
generic E. coli per 
100 ml throughout 
the growing season. 
surface water: 
Generic E. coli: < 
1.1 MPN/100 mL is 
acceptable, generic 
E. coli: ≥ 1.1 
MPN/100 mL but 
<126 MPN/100 ml 








≤ 1000 fecal 
coliforms/ 100 ml 
of water and ≤ 0,1 
intestinal 
nematode egg per 
liter  
/ E. coli: ≤100 
CFU/100 ml, 
sampling plan 3 
classes: n = 10; m = 
100 CFU/100 ml; M 
= 1000 CFU/100 





Water quality has 
to be “close to 
drinking water 
quality” (not 
specified) and the 




     Well Water: 
Generic E. coli: < 







depend on the 
water source and 




according to the 
results of the risk 
assessment every 
year 
decided by the 
hazard analysis, best 
practices within 
country of 
production and any 
application 
legislation 
River or Natural lake 




groundwater: once a 
month, 
groundwater: at the 
beginning of the 
season and every 3 
months thereafter 
Each water source 
(canal, reservoir, 
well) shall be 
tested within 60 
days of its first 
seasonal use, well 
water and surface 
water tested 
monthly 
 / / At least one water 









Climate and weather events play an important role in the presence of pathogens as warmer ambient 
temperature in combination with differences in eating behavior may contribute to the foodborne 
portion of the increased incidence of enteric diseases (Fleury et al., 2006). Changes in ambient 
physical conditions can influence environmentally mediated pathogen transmission pathways (Lal et 
al., 2012). 
The survival and growth of certain enteric pathogens are, within limits, positively correlated with 
ambient temperature (Britton et al., 2010; Hall et al., 2002; Lake et al., 2009). Many studies have 
demonstrated the positive associations between temperature and foodborne illness (Checkley et al., 
2000; Singh et al., 2001). In the UK, a relationship was found between disease and the temperature 
in the month preceding the illness (Bentham & Langford, 2001). Another study in Australia found a 
positive association between temperature in the previous month and the number of notifications of 
cases of Salmonella spp. in the current month (D'Souza et al., 2004). In several European countries 
(the Netherlands, England, Switzerland, Spain, etc.) a linear correlation was found between 
temperature and the number of reported cases of salmonellosis (Kovats et al., 2004). It is plausible 
that the temporal pattern in ambient temperature may determine, in part, the timing and magnitude 
of the peak of a disease incidence curve for specific enteric diseases (Naumova et al., 2007). Several 
recent reviews have addressed the impact of the effect of climatic conditions and (extreme) weather 
events on the transfer of microbial contaminants to leafy vegetables (Tirado et al., 2010; Liu et al., 
2013; WHO, 2008). It has been reported that climate changes will mainly have an impact on the 
contamination sources and pathways of bacteria onto leafy greens during the pre-harvest phase. 
Climate change has been identified as having potential for increasing bacterial contamination of food 
and water and variation in levels of certain pathogens in agricultural land and water with extreme 
weather events such as alternating periods of floods and droughts (Liu et al., 2013; Rose et al., 2001; 
Tirado et al., 2010a). Increased temperatures can increase the rate of microbial growth. Temperature 
also may have a major effect on the colonization of plants by Salmonella spp. Since Salmonella spp. 
and other human pathogens grow optimally at 37°C, temperature may greatly affect their fate once 
they land on a plant surface (Brandl & Mandrell, 2002). 
Intensive precipitation may increase surface and subsurface runoff, which might be an intermediate 
contamination pathway of pathogens from manure at livestock farms and from grazing pastures 
(Donnison & Ross, 2009; Leopoldo et al., 2008; Parker et al., 2010). Increased precipitation can 
increase the concentrations of fecal bacteria or pathogen in the water in at least four ways (Hofstra, 
2011):  
- excessive or heavy rainfall events can mobilize or release fecal coliforms and a variety of 









from fields or roofs, transporting them into rivers, coastal waters, and wells (Cann et al., 
2012; Evans et al., 2006; Guber et al., 2006; Parker et al., 2010; Semenza & Menne, 2009; 
Wilby et al., 2005); 
- increased precipitation and more extreme precipitation events increase turbulence and this 
allows for re-suspension of pathogens from sediment (Crabill et al., 1999; Muirhead et al., 
2004; Wu et al., 2009);  
- increased precipitation increases the risk of sewer overflows (Ferguson et al., 1996; Patz et 
al., 2008);  
- increasing rainfall increases the chance of splashing of the contaminated soil on the 
vegetables (Cevallos-Cevallos et al., 2012; Franz et al., 2008; Girardin et al., 2005; 
Ntahimpera et al., 1999; Pietravalle et al., 2001).  
7.2.4 The issue of antimicrobial resistant E. coli strains 
Besides the presence of human pathogens such as Salmonella spp., EHEC, Campylobacter spp., etc., 
there is an increased attention for the risk concerning the presence of antibiotic resistant bacteria 
(Verraes et al., 2013). Several problems were exposed in the animal production associated with 
antibiotic resistance of Salmonella spp., E. coli, etc. (Leverstein-van Hall et al., 2011; Nollet et al., 
2006; Persoons et al., 2011; Verraes et al., 2013). However, in Belgium, no data were available with 
respect to the antibiotic resistance in plant primary production. Therefore, in the current PhD, it was 
checked whether lettuce or its agricultural production environment were able to act as a vector or 
reservoir of antimicrobial resistant E. coli strains. The level of resistance was much lower compared 
to antibiotic resistance reported in E. coli derived from animal origin in Belgium, present study: 
11.4% of antimicrobial resistance compared to poultry: 93.8%, pigs: 87.7% and bovine: 39.0% 
(Butaye, 2013). The observed resistance patterns may suggest that cattle are the potential reservoir 
of antimicrobial resistant E. coli strains in plant primary production. However, to confirm the link 
with cattle and to trace the source of resistance to different animal farms, further research is 
necessary such as microbial source tracking (Seurinck et al., 2005).  
Furthermore, the results showed that the peat-soil of the seedling was a possible contamination 
source for the seedling (or lettuce) as high levels of E. coli and antibiotic resistant E. coli were 
observed. Several studies showed the possibility for long-term survival and growth on the seedlings 
(Islam et al., 2004a, Islam et al., 2004b, Van der Linden et al., 2013). As such, seeds or seedlings could 
be considered as contamination sources for the cultivation of leafy vegetables as pathogens are able 
to survive on lettuce in the field from inoculation on the seedling up to harvest (Islam et al., 2004a, 









and France (Scharlach et al., 2013, Soon et al., 2013), it is important to conduct further research to 
check the origin and cause of contamination as normally the peat-soil is treated to remove the 
contamination.  
As lettuce does not undergo any inactivation or preservation treatments during processing, the 
consumer is exposed directly to all (resistant) bacteria present. In total 11.4% of all isolated E. coli 
showed resistance to one or more antibiotics. However, Schwaiger et al. (2011) showed that there 
was a decrease in resistance rate between farm and retail. The presence of antimicrobial resistant 
bacteria on lettuce can lead to several problems as the use of antimicrobials does not only select for 
resistant commensal bacteria but also for resistant pathogenic bacteria (van den Bogaard & 
Stobberingh, 2000). The presence of resistant bacteria on the lettuce can be an indicator for the 
presence of antibiotic resistant pathogens on the lettuce (Saenz et al., 2001; van den Bogaard & 
Stobberingh, 2000). Lettuce is a ready-to-eat food item, which is not subjected to an inactivation 
treatment during further processing and preparation. This might result in infections caused by 
pathogenic resistant bacterial strains.  
Humans that ingest (raw) meat and vegetables which might contain bacteria with antibiotic 
resistance genes, increase the risk of antibiotic resistance genes to occur in the intestine. It is known 
that the human intestine is an environment that is very conducive to horizontal gene transfer events: 
nutrients are abundant, the concentration of bacteria is high, and there are many surfaces to which 
bacteria can adhere (Salyers et al., 2004; Shoemaker et al., 2001). It has been shown that even short-
term antibiotic administration can lead to stabilization of resistant bacterial populations in the 
human intestine that persist for years (Jakobsson et al., 2010; Jernberg et al., 2013). And at last, it is 
documented that food ingested resistant bacteria can survive the gastric passage, multiply, and can 
be isolated in the feces up to a couple of weeks (Sorensen et al., 2001). However, the actual 
relevance of the finding is unknown and needs to be further elaborated in future research ($7.6.4). 
 
7.3 Recommendations for primary production  
There is a need for i) awareness and gathering of knowledge concerning the prevalence of microbial 
pathogens and hygiene indicators and for ii) setting guidelines on the microbial water quality and 
water testing in leafy greens primary production. There is a need for guidance and agreements on 
sampling and testing methodologies in the fresh produce supply chain for both the end products 
(lettuce crop at harvest ready to be marketed) and for the monitoring of the lettuce production 









7.3.1 Building knowledge and baseline data for microbial food safety in leafy 
greens at primary production 
In general, there is need for knowledge and awareness to farmers. A possible solution is the use of 
fact sheets which contains a simple accessible message (Monaghan and Hutchison, 2010). Fact sheets 
are already used in the UK and contain information on the most relevant microbial issues such as 
information on the different pathogens, microbiological testing, interpretation of the lab results, etc. 
However, the sheets need to be taken up and developed by the sector organizations, auctions, and 
competent authorities as sector guides can be a good medium for dissemination. 
Until now, no consistent data were available on the prevalence of pathogens on fresh produce in 
primary production in Belgium as no monitoring is available or communicated by the sector 
organizations or competent authorities. For monitoring pathogens, a lot of sampling need to be done 
to make conclusions on exclusion of any potential pathogens in the lettuce in particular for 
pathogens characterized by low prevalence (< 0.1 to 1%) such as Salmonella spp. and EHEC in fresh 
produce. However, microbial parameters are often used to indicate insufficient sanitary quality or 
potential fecal pollution. E. coli of fecal (human or animal) origin has also been established as an 
“index” or “marker” organism (Mossel, 1978, 1982). Marker organisms provide evidence of an 
increased likelihood of potential contamination of food or water by ecologically closely related 
pathogens such as Gram negative enteric pathogens encompassing human pathogenic EHEC, 
Salmonella spp. and Campylobacter spp.  
 
Eventually, one must be aware that despite useful recommendations, GAPs, GMPs and GHPs, it is not 
possible to obtain zero risk. This cannot be proved by sampling and it is important to realize that the 
produce is a raw ready-to-eat product with cultivation in a natural environment especially in the 
open field. It is important to prevent contamination but there is the continuous pressure of 
contamination on the production system which can be illustrated by data on fecal indicator 
organisms such as E. coli. E. coli was determined by enumeration, in most cases < 0.7 log CFU/g or 0.7 
– 2 log CFU/g was observed on lettuce or in soil. However, E. coli bacteria seem to be widespread in 
the environment. In frame of the antimicrobial testing, E. coli was also enriched per 25 g in all lettuce 
and soil samples. E. coli was detected in 83 % of the lettuce samples and in 100% of the soil samples. 
This indicates that setting guidelines and criteria is not about presence/absence testing of this 
indicator organism but about setting appropriate levels which can and need to be obtained under 
conditions of good agricultural practices used as a benchmark. However, one must be aware that in 
due time, these levels under "good" practice can evolve to become better as improvements in 









7.3.2 Appropriate water management practices to increase the food safety of 
leafy greens 
Suggestions for guidelines on water quality in primary production 
The source identification of the used water combined with the definition of appropriate water 
quality are vital for the level of risk for the public health for the consumption of irrigated products 
(Stine et al., 2005; Warriner et al., 2009). In general, borehole water is less variable than rainwater 
stored in an open well or surface water (Seynnaeve, 2009; Steele & Odumeru, 2004). In Flanders in 
2009, in 45% of the borehole water samples E. coli was absent in 100 ml, in contrast to 12% for 
drainage and rainwater and 0% for creek water (Seynnaeve, 2009). The data collected in the present 
PhD work showed that the use of water with E. coli levels higher than 2 log E. coli/100 ml needs to be 
avoided as 42% of the water samples higher than 2 log E. coli/100 ml contained a pathogen in 
contrast to less than 10 % if the value is below 2 log E. coli/100 ml. These trends are confirmed by a 
quantitative microbial risk assessment (QMRA) study in Sweden by Ottoson et al. (2011). The QMRA 
indicated that reducing the maximum contamination level of irrigation water from 4 log CFU to 2 log 
CFU E. coli/100 ml, would lead to a fivefold reduction in associated estimated VTEC illnesses due to 
consumption of iceberg lettuce. As a consequence, based on the results from the present PhD work, 
if setting the maximum allowed E. coli level of the water used in lettuce primary production at 2 log 
CFU/100 ml, almost 70 % of all water sources currently in use would be rejected as appropriate 
irrigation water quality. The high levels were probably due to the rainfall during sampling in the open 
field which might have influenced the quality of the irrigation water. On the other hand, the water 
was not frequently used for irrigation. However, for the farms that used a water treatment system, 
only 3.7 % of the samples were higher than 2 log CFU/100 ml. It is recommended to use a water 
treatment system if using water from open reservoirs. 
Thus, the use of a water treatment system is essential and offers a solution to improve the safety of 
water (Olaimat & Holley, 2012). However, different types of water that are currently used for crop 
production comes with different technical details and different suitable water treatment techniques 
(Van Haute et al., 2013b). It is important that the farms are guided to make the appropriate technical 
and economical solution depending on the water source in use, associated water quality and the 
target of microbial contamination. At present in Belgium, a platform has been developed at the 
center for Innovative and Agricultural Research (INAGRO) (www.watertool.be) to support farmers in 
assessing the water quality of the water source they are using and providing information in an 











Suggestion on the use of sampling and testing for verification of appropriate water quality  
Testing is costly, but there is a need for test results by all stakeholders in the fresh produce supply 
chain. If testing is applied, it is important that an agreement is made on the frequency (nowadays 
once a year) and location of sampling, the sampling method and volume, the microbial parameters to 
be analyzed, the method of detection or enumeration of these microbial parameters, the 
interpretation of test results, and need of actions to be taken upon non-compliance. As established 
within this study, in most cases, actual pathogen contamination of waters and fresh produce were 
rare (for example, on fresh produce, Salmonella spp.: 0/88, EHEC: 0/88 and Campylobacter spp. 
8/88). Furthermore, direct pathogen screening is expensive, time consuming, complex due to 
pathogen variability, and difficult to interpret (in particular EHEC) (Savichtcheva and Okabe, 2006). 
Testing is done to determine the sanitary quality of the water which is an established risk factor but 
is only indirectly related to public health as transfer to the lettuce and survival of the lettuce must 
occur. It is preferred to use fecal indicator bacteria to monitor the water quality. Chapter two 
showed the relationship between pathogens and indicator bacteria. The enumeration of E. coli as an 
indicator is recommended as it is well recognized and reported that E. coli is the only coliform that is 
an exclusive inhabitant of the gastrointestinal tract (Edberg et al., 2000). High correlations were 
observed between the presence of E. coli, enterococci and total coliforms. Most coliforms have an 
environmental origin and include plant pathogens and normal inhabitants of soil and water 
environments. Coliforms can be expected in open systems/water which are close to vegetation and 
contaminated with environmental/plant material. Enterococci survive longer compared to E. coli and 
for water examination purposes enterococci can be regarded as an indicator of fecal pollution, 
although some can occasionally originate from other habitats (Stevens et al., 2003). When analysis 
for enterococci is combined with the measurement of E. coli there is increased confidence in the 
absence or presence of fecal pollution (Stevens et al., 2003). In general, the indicator bacteria 
showed a moderate predictive value: the higher the amount of indicator bacteria, the higher the 
probability for detection of a pathogen. However, low amounts of indicator bacteria did not always 
guarantee absence of pathogens and vice versa.  
The frequency of testing the microbial quality and the maximum allowed indicator level of the water 
is still a point of debate. At present, it is at least once a year which is restricted as the survey showed 
a high variability during the seasons. Still, frequency of testing will depend upon the exact farm 
management and operation practices and climatic conditions. Borehole water is less vulnerable and 
will demand less testing than open reservoirs (but will depend upon the construction of the 








Modernization Act (FSMA) sets two separate standards depending on how the water is used (FSMA, 
2013). 
 Water that may come in contact with the harvestable portion of produce must meet a 
standard of no more than 235 CFUs of generic E. coli per 100 ml throughout the growing 
season.  
 Water used for washing produce in a circulating or single use dump tank, or for cooling or 
hydrating produce during packing must have no detectable levels of E. coli. Water used for 
hand washing during and after harvesting also must have no detectable levels of E. coli. 
Concerning the frequency of testing, Food and Drug Administration (FDA) proposed that every 
producer need to inspect their irrigation and water distribution systems and correct any conditions 
that could result in microbial contamination at the start of the season. Throughout the growing 
season, testing frequency depends on the water source and its use. Farms using lakes or rivers must 
test more often than farms using groundwater.  
If any water source fails to meet the standard, the rule requires you to immediately stop using it until 
the water does meet the standard.  
 
Table 7.2: Frequency of testing proposed by the FSMA (FSMA, 2013) 
Water Source Minimum Testing Frequency 
River or Natural Lake Every 7 days during growing season 
Water reservoir from groundwater Once a month 
Groundwater At the beginning of the season and every 3 months 
thereafter 
Furthermore, McDonald’s elaborated their own guidelines for the irrigation water testing and 
allowed quality (McDonald’s, 2001). A set of five samples must be collected prior to harvest and the 
rolling geometric mean needs to be established. Samples taken must be at least 18 hours apart and 
not longer than 30 days since the last sample was taken. The geometric mean of generic E. coli of the 
five most recent samples must be lower than 126 MPN/100 ml, with no single sample > 235 MPN per 
100 ml.  
Furthermore, climate incidents such as flood, runoff of storm water, etc. must further increase the 









testing. Although during start-up of the water treatment system, it is useful to execute some testing 
to validate the functioning of the implemented water treatment system. After validation, the 
frequency can be decreased to elaborate testing merely for verification purposes. However, it is not 
recommended to rely on testing alone as a food safety management tool, testing must complement 
the existing strategies such as Good Agricultural Practices. 
Besides controlling the microbiology of the irrigation water source, other recommendations can be 
made. Increasing the time between irrigation and harvest can reduce the level of contamination on 
the crop (Fonseca et al., 2011). The QMRA of Ottoson et al. (2011) showed that cessation of irrigation 
reduce the risk 3, 8, 8 and 18 times for holding times of respectively 1, 2, 4 and 7 days. However, 
depending on the weather conditions, cessation of irrigation may not be possible in some cases. 
The method of irrigation plays an important role in the transfer of contamination to crops. 
Subsurface irrigation lowers the risk of transfer to growing plants compared to furrow and sprinkler 
irrigation by minimizing the exposure of the irrigated water to the produce (Enriquez et al., 2003; 
Hamilton et al., 2006; Oron et al., 1992; Song et al., 2006). Furthermore, subsurface irrigation lowers 
the risk of splashing of the contaminated soil on the vegetables (Cevallos-Cevallos et al., 2012; Franz 
et al., 2008; Girardin et al., 2005; Ntahimpera et al., 1999; Pietravalle et al., 2001). 
Also, maintenance of the water delivery systems is important as biofilm can increase the 
contamination between source and tap (Hallam et al., 2001; Szewzyk et al., 2000). 
 
The quality of the water used at harvest to rinse the harvested crop is also important. It is observed 
that most farmers used not potable tap water but also often the same water as the water used for 
irrigation with sometimes elevated levels of E. coli (and potential presence of pathogenic strains). 
Water used at harvest is a direct source of microbial contamination of the marketed lettuce. If the 
lettuce is not sold as marketable crop (but used as raw material for fresh-cut processing), according 
the IKKB standard, the lettuce can be rinsed using water containing E. coli concentrations up to 4 log 
CFU E. coli/100ml. However, it is clear that rinsing, using a water quality up to 4 log CFU E. coli/100 
ml must, be avoided at all times. Water containing those amounts of contamination will cross-
contaminate the final product (chapter 6). These recommendations in the IKKB standard might be 
revised based upon the present PhD work. Ottoson et al. (2011) showed that a quick rinse process in 
cold (potable) tap water led to an average six-fold risk reduction. However, the farms which were 
claiming the use of potable water, did not comply with potable water quality upon analysis of these 
samples. This was probably due to the fact the storage tank was not maintained or cleaned and 
biofilm formation was present causing microbial contamination. This indicates the need of 










7.4 Risk factors/bottlenecks in the processing of fresh-cut bagged leafy 
greens 
Part of the lettuce crops are sold as whole crops, others are processed to be sold as fresh-cut bagged 
lettuce. The further processing of lettuce consists of different unit operations including trimming, 
cutting/slicing/shredding, washing, draining, rinsing, centrifugation, and packaging (Allende, 2004; 
Baur, 2005; Delaquis, 2004). The on-site study in chapter 5 showed that elevated levels of E. coli can 
build-up over time in the water and cross-contaminate the end product. This was supported by the 
lab experiments in chapter 6.  
In general, chapter 5 and 6 exposed the problems concerning the microbial (cross-)contamination of 
the washing baths and the guidelines and legislation in the Belgium processing industry. According to 
the EU regulation 852/2004, water used in direct contact with food products must be potable water. 
Recycled water can be used in processing or as an ingredient if there is no risk for contamination. It 
has to be of the same standard as potable water, unless the competent authority is satisfied that the 
quality of the water cannot affect the wholesomeness of the foodstuff in its finished form.  
In Belgium, the competent authority (Federal Agency for the Safety of the Food Chain) allows the use 
of clean or recycled water (E. coli, m < 3 log CFU/100 ml, M < 4 log CFU/100 ml) during the first 
washing steps for vegetables to remove dirt. The latter was decided, after argumentation by the 
fruits and vegetables processing industry, based on the fact that raw fruits and vegetables as crops at 
harvest can have a high microbial load, including occasional E. coli contamination. This was based on 
the fact that EU legislation 2073/2005 tolerated generic E. coli numbers in fresh-cut bagged produce 
up to 2 log CFU/g (with an absolute occasional maximum up to 3 log CFU/g) and estimated transfer 
from water to fresh-cut produce was restricted. As such, the above mentioned guidelines for clean 
water were established and were taken up as a guideline for processing water in the Belgian sector 
organization self-checking guide for processing of fruits and vegetables (Jacxsens, 2010a). However, 
the sector self-checking guide also states as a minimal requirement for the ready-to-eat vegetables. 
The last washing step must be performed with water meeting the potable water criteria. 
Furthermore, at the same page in the guide the following information was found: the frequency of 
refreshment of the last water bath is described in the HACCP plan and is validated based on the 
microbiological and/or chemical and/or physical load of the fresh-cut bagged end product. 
The ambiguity in interpretation of these guidelines in the Belgian self-checking guide for fresh-cut 
processing and related legislation on the use of clean water was illustrated by the two fresh-cut 
processing companies that were visited in the present PhD study. These two companies used a 









refreshed the water completely after every batch (approximately one hour) of fresh-cut lettuce 
produced. In the latter case, the washing baths were emptied, cleaned and totally refreshed with 
input potable water. In contrast, the second company started with potable water as well or at least 
had the intention to start early in the morning with potable water quality in all washing baths. During 
the day, the same water was used, although every hour ca. 1/3 of the volume of the water in the 
washing bath was refreshed with potable water.  
The idea of this refreshment of water in the washing bath (either partly or continuously during the 
process or completely at set times) recommended in the self-checking guide is to tackle the 
phenomenon of increasing build-up of microbial (E. coli) contamination (Jacxsens, 2010a).  
The most obvious explanation for the introduction of E. coli in the processing water of the washing 
baths is the input of probably a restricted but relevant number of lettuce crops that are 
contaminated with E. coli during primary production. If supposed that some lettuce crops with 
elevated levels of E. coli (due to ad hoc point contamination with soil/fecal deposition on particular 
outer leaves) contaminated the wash water up to 5 log CFU/100 ml as observed in company 2, a 
partly (1/3) refreshment of the water every one hour lowers the microbial contamination only with 
0.3 log. From the experimental study and associated calculations, even if the company would refresh 
the water ca. 10 times in one hour, only 1 log reduction will be achieved. So speaking from a 
microbiological point of view, refreshment of water in the washing baths comes down to wasting 
huge volumes of water but the gained decrease in microbial contamination of the water (and the 
washed fresh-cut produce) is negligible. It is clear that refreshing as an intervention to control the 
microbiological load and to dilute or flush out possible pathogen contamination is not an option. 
Refreshment of water during the washing process can indeed slow down the increase and build-up of 
microbial contamination in the washing water to some extent but will not be able to avoid reaching 
elevated levels of E. coli contamination and potential cross-contamination from the washing water to 
the fresh-cut lettuce of E. coli, but possibly also of foodborne pathogens. 
It was also demonstrated that the use of clean water (with set tolerable levels of E. coli) in the first 
washing baths to remove soil and dirt and the need to use potable water in the second washing bath, 
is not practical as the potable water quality in the second washing bath will quickly deteriorate. The 
experiments simulating the washing process in the lab described in chapter 6, showed the high 
transfer rate of E. coli between the first and second wash bath due to the co-transfer of 
contaminated water attached to the washed lettuce from the first to the second washing bath. The 
investment for potable water in the second wash bath is useless knowing that the microbiological 









Furthermore, the E. coli contaminated water in the first washing baths is a pathway to distribute and 
cross-contaminate all the incoming lettuce leaves with E. coli.  
The phenomena of potential distribution and cross-contamination of E. coli (and also at the end 
possible for foodborne pathogens) from the raw material (lettuce crops) throughout the washing 
process in the fresh-cut industry is supported by the data obtained in chapter 2 and 5. It was 
observed that 3/18 (17 %) samples of fresh-cut end product after washing exceeded the legislative 
norm to be achievable under “good practices” set at 2 log CFU E. coli/g (Anonymous, 2005). In 
contrast, in the primary production only one lettuce crop sample (0.4%) of the 264 samples exceeded 
the level of 2 log CFU E. coli/g. Furthermore, 67 % of the fresh-cut end product samples in the 
sampled processing companies and only 5 % of the lettuce crop samples taken at the farms exceeded 
the detection limit of 0.7 log CFU E. coli/g. This is also an indication that putting the lettuce crops 
through the subsequent water baths during fresh-cut processing accomplished a shift from an ad hoc 
accidental higher E. coli contamination into a more homogenous dispersion and more wide-spread 
general E. coli contamination over all fresh-cut end-products due to washing. A reduction of the 
microbial contamination was not accomplished. 
7.5 Recommendations for the processing of fresh-cut bagged leafy greens 
There is a need for clear and unambiguous guidelines for the use of water in the fresh-cut processing 
industry concerning the initial water quality in the washing baths and the need for continuous 
(partly) or batch-wise complete refreshment of water in the washing baths. Furthermore, the clean 
water in the first washing bath will irreversible contaminate the lettuce leaves and the subsequent 
washing bath, assumed to contain potable water, will be highly contaminated with E. coli in no time. 
As such based on the present PhD work, it is recommended that these guidelines on water 
management in the fresh-cut processing industry are revised: both tolerable E. coli levels in the 
washing baths and strategy with regard to refreshment of water. In addition, it is recommended that 
a monitoring plan is in place including regular testing and sampling of the processing water and the 
resulting end product. It is important that companies are validating their own system and 
demonstrate that they have a controlled washing process.  
In addition, fresh-cut processing industry need to look into the potential benefits (and drawbacks) of 
water sanitation. Until now antimicrobial agents, such as chlorine, can by definition not be used or is 
in need of thorough case by case argumentation. Furthermore, antimicrobial agents are often not 
supported by national competent authorities in several European countries such as Germany, the 









Fresh-cut produce processing is relying on refreshment of water as an intervention to control 
microbial load (Casani et al., 2005; UNESCO, 2003; WBCSD, 2005). Large amounts of potable water, 
up to 40 m³/ton of raw produce, are used to minimize the event of accumulation of micro-organisms 
in the water and transfer of micro-organisms from the water to the fresh-cut lettuce (Olmez & 
Kretzschmar, 2009; Selma et al., 2008; VMM, 2005). Knowing the current Belgian situation, and many 
Nordic European countries, when the use of sanitizers is debated, the only possibility and best 
approach for preventing cross-contamination is to use huge amounts of potable water and refresh all 
the washing baths at once, for example after one batch of an hour. Still, if a point of contamination 
(contaminated lettuce crops) enters the wash baths directly after a refreshment event the risk for 
contamination of the produce is still significant. In this situation, the fresh-cut processing industry 
also has to rely mostly on the microbial quality of the raw material delivered by the auction or farms, 
although as mentioned above, no guarantees for this are available as well. Not at farm level but also 
not at the fresh-cut processing plant in the visited companies as apparently no actual intensive 
monitoring on incoming raw (lettuce crop) material is taking place. 
To tackle the huge waste of water and the risks of cross-contamination, it can be interesting to 
reconsider the possible use of decontamination agents (at low concentrations) to control the water 
quality. The main effect of sanitizing treatments for washing fresh-cut produce is indeed to reduce 
and control the microbial load of the water used in fresh-cut processing. This makes it possible to 
prevent the transfer of micro-organisms (including E. coli and enteric pathogens) from contaminating 
the fresh-cut end product rather than having a decontamination or preservative effect on the 
produce itself (Baert et al., 2009b; Gil et al., 2009). However, sanitation of water and thus preventing 
cross-contamination or decontamination of the fresh-cut produce and thus lowering the microbial 
load on the leaves is all matter of concentration and contact times of the antimicrobial agents used 
(and organic load of the processing water). Due to their limited direct microbial benefit on the 
produce, sanitizing agents should focus on prevention of cross-contamination rather than reduction 
of the microbial load of the produce (Gil et al., 2009; Keskinen et al., 2009; López-Gálvez et al., 2010). 
It might be priority to avoid cross-contamination and distribution of micro-organisms (including E. 
coli and enteric pathogens) during the washing process knowing that the adherence of pathogens is 
higher on injured surfaces (cut) than not injured surfaces (Han et al., 2000a; Takeuchi et al., 2000) 
and even more difficult to remove (Han et al., 2000b). The detection of E. coli cells in the water 
samples without the addition of a sanitizing agent highlights the importance of a sanitizer to avoid 
cross-contamination and the subsequent adherence to the food. It is necessary for the competent 
authorities to reconsider the no-use of disinfectant, as even the huge amounts of water used for the 









Chlorine is the most common sanitation agent in use, however, rinsing or a final wash in potable 
water is recommended to remove the residual chlorine and/or their by-products from the fresh-cut 
end product (Anonymous, 2008; Baur et al., 2005; FDA, 2008; Anonymous, 2009; Tomás-Callejas et 
al., 2012). Additionally, a rinsing step offers the potential to recycle the rinse water with a low 
microbiological load – as clean water – to the first washing bath for removal of dirt and soil (Gil et al., 
2009). For example, Van Haute et al. (2013a) showed that one ppm free chlorine was sufficient to 
control the water contamination when highly inoculated lettuce was washed. Unsanitized water 
showed contamination up to 5.4 log CFU/100 ml, while sanitized water only showed levels up to 2.5 
log CFU/100 ml. Total trihalomethanes accumulated to larger amounts in the water during the wash 
water disinfection experiments and reached 124.5 ± 13.4 μg/liter after 1 h of execution of the 
washing process in water (Van Haute et al., 2013a). One ppm chlorine is well below the maximum 
concentration of chlorine which is allowed to use in fresh-cut processing water in some EU Member 
States e.g. 10 ppm free chlorine in UK & 80 ppm free chlorine in France (CFA, 2010; Anonymous, 
2009).  
Furthermore, the PhD study showed that the current limit stated by the legislation 2073/2005 on the 
levels of E. coli on ready-to-eat fresh-cut vegetables is quite tolerable knowing that in 95% of the 
lettuce samples obtained at farm level, E. coli levels below detection limit (< 0.7 log CFU/g) were 
observed. Good practices at primary production can enable the delivery of good quality lettuce crops 
to the fresh-cut processing industry with overall low E. coli contamination. Indeed during fresh-cut 
processing the overall contamination with E. coli in the present study rather increased, in particular 
due to the above discussed issues of water quality in the washing baths and cross-contamination. But 
currently the values given by the EU legislation 2073/2005 on the levels of E. coli on ready-to-eat 
fresh-cut vegetables (n = 5, c = 2, m = 2 log CFU/g, M= 3 log CFU/g), is not providing an actual 
incentive to improve the current situation and increase the good manufacturing practices. It was 
shown that the E. coli norm is only exceeded in cases when E. coli levels up to 5 log CFU E. coli/100 
ml were observed in the washing baths while E. coli levels of 3 - 4 log CFU/100 ml cause somewhat 
higher E. coli levels on the produce but still within compliance of the EU legislative norms (Chapter 5, 
6). Despite the fact that samples washed in 3 - 4 log CFU E. coli/100 ml satisfy the EU criteria, the 
perception is that those concentrations in the washing water could be lower under good 
manufacturing practices. Furthermore, high levels of E. coli increase the probability of the presence 
of a pathogen. As such, only few samples are rejected by the legislation while most samples were 
washed in highly contaminated water (chapter 5, 6). Apart from generic E. coli, the fresh produce 
also may have presence of pathogens. The fresh-cut processing may not only have enabled 
dispersion and cross-contamination of generic E. coli but also of occasionally present human 









wash process is to reduce the contamination level. A well-controlled wash process must aim at the 
same level or a lower level of microbial contamination compared to the harvested produce. 
 
7.6 Future perspectives 
7.6.1 Harmonization in microbial sampling and testing of fresh produce and 
water in the fresh produce supply chain  
During a preliminary study, ISO 9308-1 (i.e. membrane filtration of 100 ml water and subsequent 
placement of filter on the tergitol 7 media) was tested to check the method for the different water 
qualities of water used in the experiments. Municipal water, surface water, and fresh-cut lettuce 
processing water were tested. The standardized ISO 9308-1 method with the tergitol 7 agar was not 
suitable for these types of heavily contaminated water. The agar was not selective enough to detect 
single colonies of coliforms or E. coli. Other flora (like Pseudomonas spp., Shigella spp., etc.) were 
also very abundant in the water and dominated the tergitol 7 plates. Further dilutions did not 
improve the performance of the method as the target yellow coliform colonies disappeared 
jeopardizing a sufficient low limit of detection. Rapid’E.coli 2, a commercial available chromogenic 
medium, provided much better results and enabled the coliforms and E. coli to be easily 
distinguished and simultaneously enumerated on the plates (respectively green and violet colonies). 
This emphasizes the limitations of some of the current ISO methods in place and the need for ISO 
methods to be validated, not only for potable water or clean water (most commonly used in food 
industry) but also for a whole range of water from alternative water sources applicable the fresh 
produce supply chain. 
Standardization in microbiological analysis is recommended not only for the selection of the culture 
media to be used but also with regard to sampling both in the field and in the lab and for sample 
preparation. There is a lack of international agreements on sampling of fresh produce and analysis of 
water results in the use of a variety of different methods. This makes it difficult to compare the rsults 
between different published studies and reports. 
For example, when comparing the results of Campylobacter spp. in the irrigation water to literature, 
several studies determined the prevalence of Campylobacter spp. in water. However, Economou et 
al. (2012) filtered 1 l, Wilkes et al. (2009) filtered only 500 ml and Arvanitidou et al. (1995), 
Brennhovd et al. (1992) and Horman et al., (2004) filtered 100 ml. This implicates that it is quite 
difficult to compare the results. Still, the research studies provide some interesting information but it 









currently recommended in Belgian legislation for detecting pathogens in water to judge potable 
water quality.  
For fresh produce for example, for the detection of pathogens, 50 g, 25 g or 10 g was used by 
different authors (Abadias et al., 2008; Althaus et al., 2012; Arthur et al., 2007; Chai et al., 2009; 
Johannessen et al., 2002; Johnston et al., 2006; Manani et al., 2006; Mukherjee et al., 2004; Quiroz-
Santiago et al., 2009; Verhoeff-Bakkenes et al., 2011). Even in the EFSA report, different sample sizes 
of produce were used for detection of pathogens, ranging from 10 g up to 150 g. Results obtained 
from different countries are difficult to compare (EFSA, 2013c). 
The same problem was encountered for the antimicrobial resistance sampling. Despite the few 
publications on antibiotic resistance in vegetables, different investigation methods were used 
between different studies. For example, Boehme et al. (2004) pre-selected antibiotic resistant 
bacteria of vegetable samples by using antibiotic containing agar plates. The same applies to 
Bezanson et al. (2008), who cultured the bacteria in antibiotic containing broth. Another problem is 
the heterogeneity of the bacteria and antimicrobials tested. Osterblad et al. (1999) tested 
Enterobacteriaceae, Abriouel et al. (2008), Johnston & Jaykus (2004) and McGowan et al. (2006) 
tested enterococci, Bezanson et al. (2008) Pseudomonas spp. and Boehme et al. (2004) different 
coliform bacteria. Furthermore, resistance studies are difficult to compare through the large panel of 
antibiotics which are used in the different studies. As between the studies of Abriouel et al. (2008), 
Bezanson et al. (2008), Boehme et al. (2004), Johnston & Jaykus (2004), McGowan et al. (2006) and, 
Osterblad et al. (1999) 45 different antimicrobials were tested. 
7.6.2 Risk assessment and risk communication to support setting guidelines 
and implementation of “good practices”  
The most important challenge for the future is to close the gap between the issue of pesticides and 
the issue of microbial food safety hazards concerning the availability of guidelines, legislation, 
knowledge, awareness and monitoring. It is recommended that the farmers get acquainted and put 
in place documentation and verification of good practices to govern microbial risks to the same 
extent as pesticides. This is a task to be taken up with the support and collaboration of both research 
institutes and the farmer associations, fresh-cut lettuce processing companies, retailers, and 
competent authorities involved. This might end up in the farmers gaining insight into the microbial 
status of their primary production process and its critical control points which facilitates the farms to 
establish appropriate control measures to deliver a safe end product. For verification purposes, there 
is a need for independent microbiological monitoring of the leafy greens marketed and 









In the future, useful recommendations might be taken up in the national guidelines (such as the IKKB 
standard) with more focus in primary production on the risk of enteric pathogens. The guidelines 
need to stress the need of hand washing, personnel hygiene, the use of appropriate fertilizer, and a 
better guidance and communication especially concerning the source, quality, testing frequency, 
treatment, use of irrigation water, method of irrigation, the construction and maintenance of 
irrigation water reservoirs as well as highlight the potential impact of contextual factors such as 
climatic conditions, animal activity on neighboring fields, etc.  
The same holds for the fresh-cut lettuce processing industry. In particular, there is a need for 
increased awareness of washing water as a potential source of cross-contamination and the lack of 
refreshment of water to avoid distribution of any potential contamination. There is a need to revise 
recommendations on water management in the Belgian self-checking guide G-14.  
Risk assessment could be the appropriate tool to provide the link between hazard control and 
consumer risk for fresh produce commodities and microbial hazards. The PhD provided possible 
information for the risk assessments such as the input on the prevalence of the microbial hazards in 
the various stages in the fresh produce production and processing chain. The risk assessment studies 
must fuel the discussions related to intervention strategies, development of risk based sampling 
plans, and elaboration of food safety standards to control microbial hazards in the fresh produce 
chain. To the knowledge of the authors, only few publications on bacterial QMRA are available, 
linking primary production and the risk for the consumers (Mota et al., 2009; Ottoson et al., 2011). 
Ottoson et al. (2011) simulated several scenarios to evaluate the relative risk of water quality 
guidelines, different holding times and the influence of rinsing lettuce. The assessments were made 
based on VTEC prevalence in Halland County in Sweden. Mota et al. (2009) on the other hand, 
conducted a QMRA to address the human health impact associated with the consumption of 
different kind of produce irrigated with water contaminated with protozoa. Both publications 
provided interesting data that may be useful in the creation of food safety guidelines for the fresh 
produce as the authors related contamination of the irrigation water to risk for infection with the 
pathogen.  
7.6.3 Impact of climate/ climate change on safety of fresh produce 
Another emerging problem for the safety of the fresh produce is the impact of contextual factors 
such as the climate change. Climate change is a current global concern and, despite continuing 
controversy about its cause and the magnitude of its effects, it seems likely that climate change will 
affect the incidence and prevalence of foodborne diseases (Bezirtzoglou et al., 2011; Lal et al., 2012; 









pathogens, as well as transmission pathways (Semenza & Menne, 2009). Climate restricts the range 
of infectious diseases, whereas weather affects the timing and intensity of outbreaks (Epstein, 2001). 
Global climate change is expected to affect UV and moisture content, the frequency, intensity and 
duration of extreme water-related weather events such as excessive precipitation, floods, and 
drought (Allan & Soden, 2008; Bezirtzoglou et al., 2011; Cann et al., 2012; Meehl et al., 2007; 
Semenza & Menne, 2009). The frequency of heavy precipitation has increased over many regions 
since 1950, even where there has been a reduction in the total precipitation (Cann et al., 2012; 
Meehl et al., 2007).  
Almost everywhere, daily minimum temperatures are projected to increase faster than daily 
maximum temperatures (Meehl et al., 2007). An increase in temperature has already observed since 
the observations in 1654 (Camuffo & Bertolin, 2012). It will be important to develop scenarios 
related to changes due to the climate change as currently most farmers are aware of an increase in 
extreme weather events in the last years. For example the study of Liu et al. (2013) that executed a 
literature review which summarizes the major impacts of climate change (temperature increases and 
precipitation pattern changes) on contamination sources and pathway of foodborne pathogens. 
Extreme weather events are associated with for example an increase in floods which implicate that 
farmers need to anticipate by elaboration of additional GMP such as elevation of the open reservoir, 
selection of appropriate land, etc. 
7.6.4 Survival, growth and resistance of enteric bacteria on leafy greens and 
the production environment  
Control measures also need to take into account the evolving information available on the ecology of 
microbial hazards and fresh produce. Produce type and physiological state of the plant and pathogen 
influence the colonization of the pathogen on the produce. Microbial interactions facilitate biofilm 
development and enhance environmental protection (Morris & Monier, 2003). The zone of 
contamination also impacts the ability to persist on vegetables, regions with high wettability 
promotes water availability, and nutrient leaching that in turn support micro-organism growth (Jeter 
& Matthysse, 2005).  
Furthermore, there is emerging evidence that bacterial pathogens can enter plant tissues and can be 
found at internal locations (Milillo et al., 2008). Micro-organisms capable of internalization seem to 
do this by penetrating the plant surface through natural openings such as stomata, epidermal root 
junctions, secondary roots or alternatively through wounds (Jablasone et al., 2005). The potential of 
human pathogens to become internalized within growing vegetables is of concern. If pathogens 









inactivate using surface sanitizers (Aruscavage et al., 2006; Solomon et al., 2002; Wachtel & 
Charkowski, 2002). However, it is important to note that not all crops support bacterial 
internalization as demonstrated by Golberg et al. (2011). The authors found that the likelihood of 
Salmonella spp. internalization varied considerably among different plants.  
Further research on the antimicrobial resistance topic would be very valuable, as it might possibly 
help to find out which processing steps and/or environmental factors have a major effect on the 
prevalence of resistant bacteria. It can be interesting to confirm the source of the resistant bacteria 
found in the vegetable processing environment by for example microbial source tracking (Seurinck et 
al., 2005) as the results suggest cattle as the most likely source of contamination. However, other 
animals such as birds, dogs, poultry, pigs, etc. can also be a source for contamination of the produce. 
As such, genotyping of E. coli isolates can be interesting to find the different sources of 
contamination. As an extension, it might be interesting to track the contamination by host-specific 
markers from the source at the animal farm up to the marketed fresh produce in the retail. As such, 
essential insights and data can be gathered concerning the contamination pathways, the interaction 
between the different chains, and the contamination flow in the chain and between the different 
chains.  
In general, in the future there is a need for multidisciplinary research to bring together scientists 
from both plant pathology / plant physiology, and food safety / agricultural community to elaborate 
research studies to enhance the knowledge on plant host or environment related factors that have 
an impact on survival and persistence of (antibiotic resistant) microbial hazards in association with 
specific commodities in the fresh produce chain from farm to fork (Fletcher et al., 2013). Increasing 
scientific evidence suggests that the interactions between pathogens and plants may be highly 
complex and specific and may be an important area of consideration for pathogen control (Fletcher 




























1. Aarestrup F.M., Wegener H.C., Collignon P., 2008. Resistance in bacteria of the food chain: 
epidemiology and control strategies. Expert Review of Anti-Infective Therapy 6:733-750. 
 
2. Aarnisalo, K., Tallavaara, K., Wirtanen, G., Maijala, R., Raaska, L., 2006. The hygienic working 
practices of maintenance personnel and equipment hygiene in the Finnish food industry. 
Food Control. 17:1001-1011. 
 
3. Abadias, M., Usall, J., Anguera, M., Solsona, C., Viñas, I., 2008. Microbiological quality of 
fresh, minimally-processed fruit and vegetables, and sprouts from retail establishments. 
International Journal of Food Microbiology 123, 121-129. 
 
4. Abadias, M., Alegre, I., Oliveira, M., Altisent, R., Viñas, I., 2012. Growth potential of 
Escherichia coli O157:H7 on fresh-cut fruits (melon and pineapple) and vegetables (carrot 
and escarole) stored under different conditions. Food Control 27(1), 37-44. 
 
5. Abdul-Raouf, U.M., Beuchat, L.R., Ammar, M.S., 1993. Survival and growth of Escherichia coli 
O157:H7 on salad vegetables. Applied and Environmental Microbiology 59, 1999-2006. 
 
6. Abriouel, H., Ben Omar, N., Molinos, A.C., Lopez, R.L., Grande, M.J., Martinez-Viedma, P., 
Ortega, E., Canamero, M.M. & Galvez, A., 2008. Comparative analysis of genetic diversity 
and incidence of virulence factors and antibiotic resistance among enterococcal populations 
from raw fruit and vegetable foods, water and soil, and clinical samples. International 
Journal of Food Microbiology 123, 38-49. 
 
7. Adams, M.R., Hartley, A.D., Cox, L.J., 1989. Factors affecting the efficacy of washing 
procedures used in the production of prepared salads. Food Microbiology 6, 69-77. 
 
8. AFNOR, 2004. AFNOR validation 2004. Vidas Listeria monocytogenes II (n° BIO-12/11-03/04). 
(VIDAS LMO2) – Ref 30704 Enrichment stage at 37°C. Association française de 









9. AFNOR, 2004. RAPID’E. COLI 2 validated for the enumeration of coliforms at 37°C (n° BRD-
07/08-12/04). Association française de Normalisation, Saint-Denis, France. 
 
10. AFNOR, 2005. Vidas Easy Salmonella. Ref. 06984 J and K (BIO-12/16-09/05). Association 
française de Normalisation, Saint-Denis, France. 
 
11. AFNOR, 2009. Vidas UP E. coli O157 including H7. Ref. 30122 (BIO 12/25 – 05/09). 
Association française de Normalisation, Saint-Denis, France. 
 
12. Agudo, A., 2005. Measuring intake of fruits and vegetables. Background paper for the Joint 
FAO WHO Workshop on fruit and vegetables for health in Kobe Japan.  
 
13. Ahmed, W., Goonetilleke, A., Gardner, T., 2010. Implications of faecal indicator bacteria for 
the microbiological assessment of roof-harvested rainwater quality in southeast 
Queensland, Australia. Canadian Journal of Microbiology 56, 471-479. 
 
14. Ahmed, W., Huygens, F., Goonetilleke, A., Gardner, T., 2008. Real-time PCR detection of 
pathogenic microorganisms in roof-harvested rainwater in Southeast Queensland, Australia. 
Applied and Environmental Microbiology 74, 5490-5496. 
 
15. Ahn, J.H., Grant, S.B., Surbeck, C.Q., Digiacomo, P.M., Nezlin, N.P., Jiang, S., 2005. Coastal 
water quality impact of stormwater runoff from an urban watershed in southern California. 
Environmental Science & Technology 39, 5940-5953. 
 
16. Alam, M.J. & Zurek, L., 2006. Seasonal prevalence of Escherichia coli O157 : H7 in beef cattle 
feces. Journal of Food Protection 69, 3018-3020. 
 
17. Albrechtsen, H.J., 2002. Microbiological investigations of rainwater and graywater collected 
for toilet flushing. Water Science and Technology 46, 311-316. 
 
18. Allan, R.P., Soden, B.J., 2008. Atmospheric warming and the amplification of precipitation 









19. Allende, A., Aguayo, E., Artés, F., 2004. Microbial and sensory quality of commercial fresh 
processed red lettuce throughout the production chain and shelf life. International Journal 
of Food Microbiology, 91(2), 109-117. 
 
20. Allende, A., Selma, M. V., Lopez-Galvez, F., Villaescusa, R., Gil, M. I., 2008. Impact of wash 
water quality on sensory and microbial quality, including Escherichia coli cross-
contamination, of fresh-cut escarole. Journal of Food Protection 71, 2514-2518. 
 
21. Althaus, D., Hofer, E., Corti, S., Julmi, A., Stephan, R., 2012. Bacteriological Survey of Ready-
to-Eat Lettuce, Fresh-Cut Fruit, and Sprouts Collected from the Swiss Market. Journal of 
Food Protection 75, 1338-1341. 
 
22. Altmann, M., Wadl, M., Altmann, D., Benzler, J., Eckmanns, T., Krause, G., Spode, A., an der 
Heiden, M., 2011. Timeliness of Surveillance during Outbreak of Shiga Toxin-producing 
Escherichia coli Infection, Germany, 2011. Emerging Infectious Diseases 17, 1906-1909. 
 
23. Amin, O.M., 2002. Seasonal prevalence of intestinal parasites in the United States during 
2000. American Journal of Tropical Medicine and Hygiene 66, 799-803. 
 
24. Amoah, P., Drechsel, P., Abaidoo, R.C., Ntow, W.J., 2006. Pesticide and pathogen 
contamination of vegetables in Ghana's urban markets. Archives of Environmental 
Contamination and Toxicology 50, 1-6. 
 
25. Anderson, S.A., Turner, S.J., Lewis, G.D. 1997. Enterococci in the New Zealand environment: 
implications for water quality monitoring. Water Science and Technology, 35(11-12), 325-
331. 
 
26. Anderson R.M., 1999. The pandemic of antibiotic resistance. Nature Medicine 5:147-149. 
 
27. Anderson, G.L., Kenney, S.J., Millner, P.D., Beuchat, L.R., Williams, P.L., 2006. Shedding of 
food pathogens by Caenorhabditis elegans in compost-amended and unamended soil. Food 
Microbiology. 23:146-153. 
 
28. Andersson D.I., Hughes D., 2011. Persistence of antibiotic resistance in bacterial 









29. Anonymous, 1980. Koninklijk besluit van 4 februari 1980 betreffende het in de handel 
brengen van te koelen voedingsmiddelen. De warenwetgeving. Verzamelingen van 
reglementen betreffende voedingsmiddelen en andere consumptieproducten. Die Keure, 
Brugge, pp. 13–14. 
 
30. Anonymous, 1988a. Council Directive 89/107/EEC of 21 December 1988 on the 
approximation of the laws of the Member States concerning food additives authorized for 
use in foodstuffs intended for human consumption. Official Journal European Communities. 
11/02/1989. 
 
31. Anonymous, 1988b. Guide de bonnes pratiques hygieniques con-cernant les produits 
vegetaux prets a`l’emploi, dits de «IV»gamme. B.O.C.C.R.F. du 13 aouˆt 1988. 
 
32. Anonymous, 1990. Council regulation (EEC) no. 2377/90 laying down a community 
procedure for the establishment of maximum residue limits of veterinary medicinal 
products in foodstuffs of animal origin. Official Journal of the European Communities L224 1. 
18/08/1990. 
 
33. Anonymous, 1998. Council Directive 98/83/EC of 3 November 1998 relating to the quality of 
water intended for human consumption. Official Journal European Communities. 
05/12/1998. 
 
34. Anonymous, 1994. Commission Regulation (EC) no. 1430/94 of 22 June 1994 amending 
Annexes I, II, III and IV of Council Regulation (EEC) no. 2377/90 laying down a community 
procedure for the establishment of maximum residue limits of veterinary medicinal 
products in foodstuffs of animal origin., Official Journal of the European Communities L156 
6. 23/06/1994. 
 
35. Anonymous, 2002a. Commission Regulation (EC) No 178/2002 of 28 January 2002 laying 
down the general principles and requirements of food law, establishing the European Food 
Safety Authority and laying down procedures in matters of food safety. Official Journal of 









36. Anonymous, 2002b. Koninklijk besluit betreffende de kwaliteit van voor menselijke 
consumptie bestemd water dat in de voedingsmiddeleninrichtingen verpakt wordt of dat 
voor de fabricage en/of het in handel brengen van voedingsmiddelen wordt gebruikt 
(14/01/2002). Belgisch Staatsblad, 19/03/2002. 
 
37. Anonymous, 2002c. Commission Regulation (EC) No 1774/2002 of 3 October 2002. Laying 
down health rules concerning animal by-products not intended for human consumption. 
Official Journal of the European Communities (10/10/2002). 
 
38. Anonymous, 2004. Commission Regulation (EC) No 852/2004 of the European Parliament 
and of the Council of 29 April 2004 on the hygiene of foodstuffs. Official Journal of the 
European Communities. 30/04/2004. 
 
39. Anonymous, 2005. Commission Regulation (EC) No 2073/2005 of 15 november 2005 on 
microbiological critera for foodstuffs, Official Journal of the European Communities. 
7/12/2007. 
 
40. Anonymous, 2008. European Commission Regulation (EC) No 1333/2008 of the European 
Parliament and of the Council of 16 December 2008 on food additives. Official Journal of the 
European Communities. 31/12/2008 
 
41. Anonymous, 2009. Décrets, arrêtés, circulaires, ministère de l’économie de l’industrie et de 
l’emploi. Journal officiel de la république française. 16/10/2009. 
 
42. Anonymous, 2013a. Koninklijk Besluit van 28 januari 2013 betreffende het in de handel 
brengen en het gebruik van meststoffen, bodemverbeterende middelen en teeltsubstraten. 
28/01/2013. 
 
43. Anonymous, 2013b. European Commission Regulation (EC) No 209/2013 of 11 March 2013 
amending Regulation (EC) No 2073/2005 as regards microbiological criteria for sprouts and 
the sampling rules for poultry carcasses and fresh poultry meat. 12/03/2013 
 
44. Appel, B., Böl, G.-F., Greiner, M., Lahrssen-Wiederholt, M., Hensel, A.A., 2012. EHEC 










45. Armstrong, G.L., Hollingsworth, J., Morris, J.G., Jr., 1996. Emerging foodborne pathogens: 
Escherichia coli O157:H7 as a model of entry of a new pathogen into the food supply of the 
developed world. Epidemiologic Reviews 18, 29-51. 
 
46. Artes, F., Allende, A., 2005. Processing lines and alternative preservation techniques to 
prolong the shelf-life of minimally fresh processed leafy vegetables. European Journal of 
Horticultural Science, 70(5), 231-245. 
 
47. Artes, F., Gomez, P., Aguayo, E., Escalona, V., Artes-Hernandez, F., 2009. Sustainable 
sanitation techniques for keeping quality and safety of fresh-cut plant commodities. 
Postharvest Biology and Technology, 51(3), 287–296. 
 
48. Arthur, L., Jones, S., Fabri, M., Odumeruz, J., 2007. Microbial survey of selected Ontario-
Grown fresh fruits and vegetables. Journal of Food Protection 70, 2864-2867. 
 
49. Arthurson, V., Sessitsch, A., Jaderlund, L., 2011. Persistence and spread of Salmonella 
enterica serovar Weltevreden in soil and on spinach plants. Fems Microbiology Letters 314, 
67-74. 
 
50. Aruscavage, D., Lee, K., Miller, S., LeJeune, J.T., 2006. Interactions affecting the proliferation 
and control of human pathogens on edible plants. Journal of Food Science 71, 89-99. 
 
51. Arvanitidou, M., Stathopoulos, G.A., Constantinidis, T.C., Katsouyannopoulos, V., 1995. The 
occurrence of Salmonella, Campylobacter and Yersinia spp. in river and lake waters. 
Microbiological Research 150, 153-158. 
 
52. Ashbolt, N.J., Grabow W.O.K., Snozzy, M., 2001. Indicators of microbial water quality. In L. 
Fewtell, and J. Bartram (ed.), Water Quality: Guidelines and Health IWA publishint, London. 
p. 289-315. 
 
53. Astrom, J., Pettersson, T.J., Stenstrom, T.A., Bergstedt, O., 2009. Variability analysis of 
pathogen and indicator loads from urban sewer systems along a river. Water Science and 









54. Aycicek, H., Oguz, U., & Karci, K., 2006. Determination of total aerobic and indicator bacteria 
on some raw eaten vegetables from wholesalers in Ankara, Turkey. International Journal of 
Hygiene and Environmental Health, 209(2), 197-201. 
 
55. Babic, I., Roy, S., Watada, A.E., Wergin, W.P., 1996. Changes in microbial populations on 
fresh cut spinach. International Journal of Food Microbiology 31, 107-119. 
 
56. Baert, L., Uyttendaele, M., Debevere, J., 2008a. Evaluation of viral extraction methods on a 
broad range of Ready-To-Eat foods with conventional and real-time RT-PCR for Norovirus GII 
detection. International Journal of Food Microbiology, 123, 101-108. 
 
57. Baert, L., Uyttendaele, M., Vermeersch, M., Van Coillie, E., Debevere, J., 2008b. Survival and 
transfer of murine norovirus 1, a surrogate for human noroviruses, during the production 
process of deep-frozen onions and spinach. Journal of Food Protection, 71, 1590-1597. 
 
58. Baert, L., Debevere, J., Uyttendaele, M., 2009a. The efficacy of preservation methods to 
inactivate foodborne viruses. International Journal of Food Microbiology, 131, 83-94. 
 
59. Baert, L., Vandekinderen, I., Devlieghere, F., Van Coillie, E., Debevere, J., Uyttendaele, M., 
2009b. Efficacy of sodium hypochlorite and peroxyacetic acid to reduce murine norovirus 1, 
B40-8, Listeria monocytogenes and Escherichia coli O157:H7 on shredded iceberg lettuce 
and in residual wash water. Journal of Food Protection, 72, 1047-1054. 
 
60. Baert, L., Mattison, K., Loisy-Hamon, F., Harlow, J., Martyres, A., Lebeau, B., Stals, A., Van 
Coillie, E., Herman, L., Uyttendaele, M., 2011. Review: Norovirus prevalence in Belgian, 
Canadian and French fresh produce: A threat to human health? International Journal of 
Food Microbiology, 151, 261-269. 
 
61. Bai, S., Lung, W.-S., 2005. Modeling sediment impact on the transport of fecal bacteria. 
Water Research 39, 5232-5240. 
 
62. Baquero F, Martinez J.L., Canton R., 2008. Antibiotics and antibiotic resistance in water 









63. Barker, J., Vipond, I.B., Bloomfield, S.F., 2004. Effects of cleaning and disinfection in reducing 
the spread of Norovirus contamination via environmental surfaces. Journal of Hospital 
Infection 58, 42-49. 
 
64. Barker-Reid, F., Harapas, D., Engleitner, S., Kreidl, S., Holmes, R., Faggian, R., 2009. 
Persistence of Escherichia coli on Injured iceberg Lettuce in the Field, Overhead Irrigated 
with Contaminated Water. Journal of Food Protection 72, 458-464. 
 
65. Bartz, J.A., 1999. Washing fresh fruits and vegetables: lessons from treatment of tomatoes 
and potatoes with water. Dairy Food and Environmental Sanitition. 19, 853–864. 
 
66. Barwick, R.S., Levy, D.A., Craun, G.F., Beach, M.J., Calderon, R.L., 2000. Surveillance for 
waterborne-disease outbreaks--United States, 1997-1998. Morbidity and Mortality Weekly 
Report Center for Disease Control and Prevention Surveillance Summaries 49, 1-21. 
 
67. Baur, S., Klaiber, R., Wei, H., Hammes, W.P., Carle, R., 2005. Effect of temperature and 
chlorination of pre-washing water on shelf-life and physiological properties of ready-to-use 
iceberg lettuce. Innovative Food Science and Emerging Technologies 6(2), 171-182. 
 
68. Beck, J.D., 1998. Risk revisited. Community Dent Oral Epidemiology 26, 220-225. 
 
69. Bentham, G., Langford, I.H., 2001. Environmental temperatures and the incidence of food 
poisoning in England and Wales. International Journal of Biometeorology 45, 22-26. 
 
70. BE.STAT, 2012. Bevolking per geslacht en leeftijdsgroep voor België, 2002-2012. 
http://statbel.fgov.be/nl/statistieken/cijfers/bevolking/structuur/leeftijdgeslacht/belgie/ 
 
71. Behravesh, C.B., Mody, R.K., Jungk, J., Gaul, L., Redd, J.T., Chen, S., Cosgrove, S., Hedican, E., 
Sweat, D., Chavez-Hauser, L., Snow, S.L., Hanson, H., Nguyen, T.A., Sodha, S.V., Boore, A.L., 
Russo, E., Mikoleit, M., Theobald, L., Gerner-Smidt, P., Hoekstra, R.M., Angulo, F.J., 
Swerdlow, D.L., Tauxe, R.V., Griffin, P.M., Williams, I.T., 2011. 2008 Outbreak of Salmonella 










72. Beuchat, L.R., 1996. Pathogenic microorganisms associated with fresh produce. Journal of 
Food Protection 59, 204–216. 
 
73. Beuchat, L.R., Ryu, J.H., 1997. Produce handling and processing practices. Emerging 
Infectious Diseases 3, 459-465. 
 
74. Beuchat, L.R., 1998. Surface Decontamination of Fruits and Vegetables Eaten Raw: A Review. 
Food Safety Unit, World Health Organisation. 
 
75. Beuchat, L.R., 2002. Ecological factors influencing survival and growth of human pathogens 
on raw fruits and vegetables. Microbes and Infection 4, 413-423. 
 
76. Beuchat, L.R. 2006. Vectors and condition for pre-harvest contamination of fruits and 
vegetables with pathogens capable of causing enteric diseases. British Food Journal 108, 38–
53. 
 
77. Beutin, L., Jahn, S., Fach, P., 2009. Evaluation of the 'GeneDisc' real-time PCR system for 
detection of enterohaemorrhagic Escherichia coli (EHEC) O26, O103, O111, O145 and O157 
strains according to their virulence markers and their O- and H-antigen-associated genes. 
Journal of Applied Microbiology 106, 1122-1132. 
 
78. Bezanson G.S., MacInnis R., Potter G., Hughes T., 2008. Presence and potential for horizontal 
transfer of antibiotic resistance in oxidase-positive bacteria populating raw salad vegetables. 
International Journal of Food Microbiology 127:37-42. 
 
79. Bezirtzoglou, C., Dekas, K., Charvalos, E., 2011. Climate changes, environment and infection: 
Facts, scenarios and growing awareness from the public health community within Europe. 
Anaerobe 17, 337-340. 
 
80. Bhagwat, A.A., 2006. Microbiological safety of fresh-cut produce: where are we now? . In 
Matthews, K. R. (ed), Microbiology of Fresh Produce. Washington DC: ASM Press. 
 
81. Bichai, F., Polo-Lopez, M.I., Ibanez, P.F., 2012. Solar disinfection of wastewater to reduce 
contamination of lettuce crops by Escherichia coli in reclaimed water irrigation. Water 









82. Blumenthal, U.J., Mara, D.D., Peasey, A., Ruiz-Palacios, G., Stott, R., 2000. Guidelines for the 
microbiological quality of treated wastewater used in agriculture: recommendations for 
revising WHO guidelines. Bulletin of the World Health Organization 78, 1104-1116. 
 
83. Boehme, S., Werner, G., Klare, I., Reissbrodt, R., Witte; W. 2004. Occurrence of antibiotic-
resistant enterobacteria in agricultural foodstuffs. Molecular Nutrition & Food Research 48, 
522-531. 
 
84. Bohaychuk, V.M., Bradbury, R.W., Dimock, R., Fehr, M., Gensler, G.E., King, R.K., Rieve, R., 
Barrios, P.R., 2009. A Microbiological Survey of Selected Alberta-Grown Fresh Produce from 
Farmers' Markets in Alberta, Canada. Journal of Food Protection 72, 415-420. 
 
85. Brackett, R.E., 1999. Incidence, contributing factors, and control of bacterial pathogens in 
produce. Postharvest Biology and Technology 15, 305-311. 
 
86. Brandi, G., Amagliani, G., Schiavano, G.F., De Santi, M., Sisti, M., 2006. Activity of Brassica 
oleracea leaf juice on foodborne pathogenic bacteria. Journal of Food Protection 69, 2274-
2279. 
 
87. Brandl, M.T., Mandrell, R.E., 2002. Fitness of Salmonella enterica serovar Thompson in the 
cilantro phyllosphere. Applied and Environmental Microbiology 68, 3614-3621. 
 
88. Brandl, M.T., 2006. Fitness of human enteric pathogens on plants and implications for food 
safety. Annual Review of Phytopathology 44, 367-392. 
 
89. Brandl, M.T., Amundson, R., 2008. Leaf age as a risk factor in contamination of lettuce with 
Escherichia coli O157:H7 and Salmonella enterica. Applied and Environmental Microbiology 
74, 2298-2306. 
 
90. Brecht, J.K., Chau, K.V., Fonseca, S.C., Oliveira, F.A.R., Silva, F.M., Nunes, M.C.N., Bender, 
R.J., 2003. Maintaining optimal atmosphere conditions for fruits and vegetables throughout 









91. Brennhovd, O., Kapperud, G., Langeland, G., 1992. Survey of thermotolerant Campylobacter 
spp. and Yersinia spp. in three surface-water sources in Norway. International Journal of 
Food Microbiology 15, 327-338. 
 
92. British Retail Consortium, 2008. Global Standard for food safety. Ed. TSO, PO Box 29, 
Norwich NR3 1GN, UK, pp. 82. 
 
93. Britton, E., Hales, S., Venugopal, K., Baker, M.G., 2010. Positive association between 
ambient temperature and salmonellosis notifications in New Zealand, 1965-2006. Australian 
and New Zealand Journal of Public Health 34, 126-129. 
 
94. Bryan, F.L., 1988. Risk of practices, procedures and processes that lead to outbreaks of 
foodborne diseases. Journal of Food Protection 51, 663-673. 
 
95. Buchholz, U., Bernard, H., Werber, D., Böhmer, M.M., Remschmidt, C., Wilking, H., Deleré, 
Y., an der Heiden, M., Adlhoch, C., Dreesman, J., Ehlers, J., Ethelberg, S., Faber, M., Frank, C., 
Fricke, G., Greiner, M., Höhle, M., Ivarsson, S., Jark, U., Kirchner, M., Koch, J., Krause, G., 
Luber, P., Rosner, B., Stark, K., Kühne, M., 2011. German Outbreak of Escherichia coli 
O104:H4 Associated with Sprouts. New England Journal of Medicine 365, 1763-1770. 
 
96. Butaye P. 2013. Report: antimicrobial resistance in commensal E. coli from poultry, pigs, 
cows and veal calves. CODA-CERVA, Veterinary and Agrochemical Research Centre. 
 
97. Canadian Water Quality Guidelines for the Protection of Agricultural Water Uses, 2005. 
Canadian Environment Guidelines, Canadian Council of Ministers of the Environment. 
Available at: http://www.ec.gc.ca/lcpe-cepa/default.asp?lang=En&n=E9DBBC31-1 
 
98. Camuffo, D., Bertolin, C., 2012. The earliest temperature observations in the world: the 
Medici Network (1654-1670). Climatic Change 111, 335-363. 
 
99. Cann, K.F., Thomas, D.R., Salmon, R.L., Wyn-Jones, A.P., Kay, D., 2012. Extreme water-








100. Cantwell, M., Suslow, T., 2002. Lettuce, Crisphead:Recommendations for Maintaining 
Postharvest Quality. Department of Plant Sciences, University of California, Davis. Available 
online: http://postharvest.ucdavis.edu/pfvegetable/LettuceCrisphead/. 
 
101. Caponigro, V., Ventura, M., Chiancone, I., Amato, L., Parente, E., Piro, F., 2010. Variation of 
microbial load and visual quality of ready-to-eat salads by vegetable type, season, processor 
and retailer. Food Microbiology 27, 1071-1077. 
 
102. Casani, S., Knøchel, S., 2002. Application of HACCP to water reuse in the food industry. Food 
Control 13, 315-327. 
 
103. Casati, S., Gioria-Martinoni, A., Gaia, V., 2009. Commercial potting soils as an alternative 
infection source of Legionella pneumophila and other Legionella species in Switzerland. 
Clinical Microbiology and Infection 15, 571-575. 
 
104. Casteel, M.J., Schmidt, C. E., Sobsey, M.D., 2009. Chlorine inactivation of coliphage MS2 on 
strawberries by industrial-scale water washing units. Journal of Water and Health 7, 244-
250. 
 
105. Casteel, M.J., Sobsey, M.D., Mueller, J.P., 2006. Fecal contamination of agricultural soils 
before and after hurricane-associated flooding in North Carolina. Journal of Environmental 
Science and Health Part a-Toxic/Hazardous Substances & Environmental Engineering 41, 
173-184. 
 
106. Casteleyn C., Dewulf J., Catry B., de Kruif A., Maes D., 2006. Antibioticumresistentie in 
Escherichia coli bij landbouwhuisdieren, hazen, septisch materiaal en oppervlaktewater in 
Vlaanderen. Flemish Veterinary Journal 75, 23–30. 
 
107. Castillo, A., Mercado, I., Lucia, L.M., Martinez-Ruiz, Y., Ponce de Leon, J., Murano, E.A., 
Acuff, G.R., 2004. Salmonella contamination during production of cantaloupe: a binational 








108. Cevallos-Cevallos, J.M., Danyluk, M.D., Gu, G.Y., Vallad, G.E., van Bruggen, A.H.C., 2012. 
Dispersal of Salmonella Typhimurium by Rain Splash onto Tomato Plants. Journal of Food 
Protection 75, 472-479. 
 
109. CDC, 2010. Investigation Update: Multistate Outbreak of Human E. coli O145 Infections 
Linked to Shredded Romaine Lettuce from a Single Processing Facility. Centers for Disease 
Control and Prevention. 
 
110. CDC, 2012a. Investigation Update: Multistate Outbreal of E. coli O157:H7 Infections Linked 
to Romaine Lettuce. Center for Disease Control and Prevention. 
 
111. CDC, 2012b. Multistate Outbreak of Shiga Toxin-producing Escherichia coli O157:H7 
Infections Linked to Organic Spinach and Spring Mix Blend. Centers for Disease Control and 
Prevention. 
 
112. CDHS, 2005. Addendum Report to Investigation of Pre-washed Mixed Bagged Salad 
following an Outbreak of Escherichia coli O157:H7 in San Diego and Orange County. 
Sacramento. CA: California Department of Health Services. 
 
113. CFA, 2010. Protocol for produce washing. Chilled Food Association. 
 
114. CFERT, 2007. Investigation of an Escherichia coli O157:H7 Outbreak Associated with Dole 
Pre-Packaged Spinach. The California Department of Health Services and U.S. Food And Drug 
Administration. 
 
115. CFIA, 2013. Labelling Guide for Fresh Fruit and Vegetables. Canadian Food Inspection 
Agency. 
 
116. Chai, L.C., Ghazali, F.M., Bakar, F.A., Lee, H.Y., Suhaimi, L.R.A., Talib, S.A., Nakaguchi, Y., 
Nishibuchi, M., Radu, S., 2009. Occurrence of Thermophilic Campylobacter spp. 
Contamination on Vegetable Farms in Malaysia. Journal of Microbiology and Biotechnology 
19, 1415-1420. 
 
117. Chalmers, R.M., Aird, H., Bolton, F.J., 2000. Waterborne Escherichia coli O157. Symposium 









118. Chapman, P.A., Siddons, C.A., Malo, A.T.C., Harkin, M.A., 1997. A 1-year study of Escherichia 
coli O157 in cattle, sheep, pigs and poultry. Epidemiology and Infection 119, 245-250. 
 
119. Checkley, W., Epstein, L.D., Gilman, R.H., Figueroa, D., Cama, R.I., Patz, J.A., Black, R.E., 2000. 
Effects of El Nino and ambient temperature on hospital admissions for diarrhoeal diseases in 
Peruvian children. Lancet 355, 442-450. 
 
120. Clinical and Laboratory Standards Institute, 2008. Performance Standards for Antimicrobial 
Disc Susceptibility Tests for Bacteria Isolated from Animals. Approved Standard (M31-A3), 
3rd ed. Clinical and Laboratory Standards Institute, Wayne, PA. 
 
121. Codex Aliminetarius, 2003a. Alimentarius Commission CAC/RCP 1-1969, Rev. 4-2003 
Recommended International Code of Practice—General Principles of Food Hygiene including 
Annex on Hazard Analysis and Critical Control Point (HACCP) system and Guidelines for its 
Application. The Code was adopted by the Codex Alimentarius Commission in 1969. 
 
122. Codex Alimentarius, 2003b. Code of Hygienic Practices for Fresh Fruits and Vegetables 
(CAC/RCP 53 - 2003). 
 
123. Coetzer, E., 2006. Microbiological Risk in Produce from the Field to Packing, in: James, J. 
(Ed.), Microbial Hazard Identification in Fresh Fruits and Vegetables. Wiley-Interscience. 
 
124. Colles, F.M., Jones, K., Harding, R.M., Maiden, M.C.J., 2003. Genetic diversity of 
Campylobacter jejuni isolates from farm animals and the farm environment. Applied and 
Environmental Microbiology 69, 7409-7413. 
 
125. Cooley, M.B., Chao, D., Mandrell, R.E., 2006. Escherichia coli O157 : H7 survival and growth 
on lettuce is altered by the presence of epiphytic bacteria. Journal of Food Protection 69, 
2329-2335. 
 
126. Corry, J.E.L., Atabay, H.I., 2001. Poultry as a source of Campylobacter and related organisms. 









127. Cottyn, B., Baeyen, S., Pauwelyn, E., Verbaendert, I., De Vos, P., Bleyaert, P., Höfte, M., 
Maes, M., 2011. Development of a real-time PCR assay for Pseudomonas cichorii, the causal 
agent of midrib rot in greenhouse-grown lettuce, and its detection in irrigating water. Plant 
Pathology 60, 453–461. 
 
128. Crabill, C., Donald, R., Snelling, J., Foust, R., Southam, G., 1999. The impact of sediment fecal 
coliform reservoirs on seasonal water quality in Oak Creek, Arizona. Water Research 33, 
2163-2171. 
 
129. Cray, W.C., Casey, T.A., Bosworth, B.T., Rasmussen, M.A., 1998. Effect of dietary stress on 
fecal shedding of Escherichia coli O157 : H7 in calves. Applied and Environmental 
Microbiology 64, 1975-1979. 
 
130. Croci, L., de Medici, D., Scalfaro, C., Fiore, A., Toti, L. 2002. The survival of hepatitis A virus in 
fresh produce. International Journal of Food Microbiology, 73, 29-34. 
 
131. Crook, P.D., Aguilera, J.F., Threlfall, E.J., O'Brien, S.J., Signmundsdottir, G., Wilson, D., Fisher, 
I.S.T., Ammon, A., Briem, H., Cowden, J.M., Locking, M.E., Tschape, H., van Pelt, W., Ward, 
L.R., Widdowson, M.A., 2003. A European outbreak of Salmonella enterica serotype 
Typhimurium definitive phage type 204b in 2000. Clinical Microbiology and Infection 9, 839-
845. 
 
132. CSPI, 2009. Outbreak alert. Analyzing foodborne outbreaks 1998 to 2007. Center for Science 
in the Public Interest. 
 
133. Curriero, F.C., Patz, J.A., Rose, J.B., Lele, S., 2001. The association between extreme 
precipitation and waterborne disease outbreaks in the United States, 1948-1994. American 
Journal of Public Health 91, 1194-1199. 
 
134. da Cruz, A. G., Cenci, S.A., Maia, M.C.A., 2008. Microbiological hazards involved in fresh-cut 
lettuce processing. Journal of the Science Food and Agriculture 88, 1455-1463.  
 
135. Dahms, S. Microbiological sampling plans – statistical aspects. Mitteilungen aus 









136. Dai L, Lu L.M., Wu C.M., Li B.B., Huang S.Y., Wang S.C., Qi Y.H., Shen J.Z., 2008. 
Characterization of antimicrobial resistance among Escherichia coli isolates from chickens in 
China between 2001 and 2006. Fems Microbiology Letters 286, 178-183. 
 
137. Danyluk, M.D., Schaffner, D.W., 2011.Quantitative Assessment of the Microbial Risk of Leafy 
Greens from Farm to Consumption: Preliminary Framework, Data, and Risk Estimates. 
Journal of Food Protection 74, 700-708. 
 
138. Das, E., Gurakan, G.C., Bayindirli, A., 2006. Effect of controlled atmosphere storage, 
modified atmosphere packaging and gaseous ozone treatment on the survival of Salmonella 
Enteritidis on cherry tomatoes. Food Microbiology 23, 430-438. 
 
139. Deboosere, N., Pinon, A., Caudrelier, Y., Delobel, A., Merle, G., Perelle, S., Temmam, S., 
Loutreul, J., Morin, T., Estienney, M., Belliot, G., Pothier, P., Gantzer, C., Vialette, M., 2012. 
Adhesion of human pathogenic enteric viruses and surrogate viruses to inert and vegetal 
food surfaces. Food Microbiology 32(1), 48-56. 
 
140. Deere, D., M. Stevens, A. Davison, G. Helm, Dufour, A., 2001. Management strategies. p 257-
288. In L. Fewtrell, and J. Bartram (ed.), Water quality - Guidelines, standards and health: 
Assessment of risk and risk management for water-related infectious disease. IWA 
Publishing, London. 
 
141. De Jesus, A.J., Olsen, A.R., Bryce, J.R., Whiting, R.C., 2004. Quantitative contamination and 
transfer of Escherichia coli from foods by houseflies, Musca domestica L. (Diptera : 
Muscidae). International Journal of Food Microbiology 93, 259-262. 
 
142. del Aguila, J.S., Sasaki, F.F., Heiffig, L.S., Ortega, E.M.M., Jacomino, A.P., Kluge, R.A., 2006. 
Fresh-cut radish using different cut types and storage temperatures. Postharvest Biology 
and Technology 40, 149-154. 
 
143. Delaquis, P., Fukumoto, L.R., Toivonen, P.M.A., Cliff, M.A., 2004. Implications of wash water 
chlorination and temperature for the microbiological and sensory properties of fresh-cut 









144. Delaquis, P., Bach, S., Dinu, L.-D., 2007. Behavior of Escherichia coli O157:H7 in leafy 
vegetables. Journal of Food Protection 70, 1966-1974. 
 
145. del R. Moreira, M., Ponce, A., del Valle, C., Ansorena, R., Roura, S., 2006. Effects of abusive 
temperatures on the postharvest quality of lettuce leaves: ascorbic acid loss and microbial 
growth. Journal of Applied Horticulture 8(2), 109-113. 
 
146. Dentinger, C.M., Bower, W.A., Nainan, O.V., Cotter, S.M., Myers, G., Dubusky, L.M., Fowler, 
S., Salehi, E.D.P., Bell, B.P., 2001. An outbreak of hepatitis A associated with green onions. 
Journal of Infectious Diseases 183, 1273-1276. 
 
147. Depoorter, P., Persoons, D., Uyttendaele, M., Butaye, P., De Zutter, L., Dierick, K., Herman, 
L., Imberechts, H., Van Huffel, X., Dewulf, J., 2012. Assessment of human exposure to 3rd 
generation cephalosporin resistant E. coli (CREC) through consumption of broiler meat in 
Belgium. International Journal of Food Microbiology 159:30-38. 
 
148. De Roever, C., 1998. Microbiological safety evaluations and recommendations on fresh 
produce. Food Control 9, 321-347. 
 
149. De Vocht, M., Cauberghe, V., Sas, B., Uyttendaele, M., 2013. Analyzing consumers' reactions 
to news coverage of the 2011 Escherichia coli O104:H4 outbreak, using the Extended 
Parallel Processing Model. Journal of Food Protection 76, 473-481. 
 
150. Dewaal C.S., Bhuiya, F., 2009. Outbreaks by the numbers: fruits and vegetables 1990-2005. 
Center for Science in the Public Interest http://www.cspinet.org/foodsafety/IAFPPoster.pdf. 
 
151. Dewulf, J., Catry, B., Timmerman, T., Opsomer, G., de Kruif, A., Maes, D., 2007. Tetracycline-
resistance in lactose-positive enteric coliforms originating from Belgian fattening pigs: 
Degree of resistance, multiple resistance and risk factors. Preventive Veterinary Medicine 
78, 339-351. 
 
152. D’hooghe, J., Wustenberghs, H., Lauwers, L., 2007. Inschatting van het waterverbruik in de 
landbouw op basis van nieuwe en geactualiseerde kengetallen per landbouwactiviteit. In 









153. Doane, C.A., Pangloli, P., Richards, H.A., Mount, J.R., Golden, D.A., Draughon, F.A., 2007. 
Occurrence of Escherichia coli O157:H7 in diverse farm environments. Journal of Food 
Protection 70, 6-10. 
 
154. Doller, P.C., Dietrich, K., Filipp, N., Brockmann, S., Dreweck, C., Vonthein, R., Wagner-
Wiening, C., Wiedenmann, A., 2002. Cyclosporiasis outbreak in Germany associated with the 
consumption of salad. Emerging Infectious Diseases 8, 992-994. 
 
155. Donnison, A., Ross, C., 2009. Survival and retention of Escherichia coli O157:H7 and 
Campylobacter in contrasting soils from the Toenepi catchment. New Zealand Journal of 
Agricultural Research 52, 133-144. 
 
156. Dorner, S.M., Anderson, W.B., Gaulin, T., Candon, H.L., Slawson, R.M., Payment, P., Huck, 
P.M., 2007. Pathogen and indicator variability in a heavily impacted watershed. Journal of 
Water and Health 5, 241-257. 
 
157. Doyle, M.P., Erickson M.C., 2008. Summer meeting 2007 - the problems with fresh produce: 
an overview. Journal of Applied Microbiology 105, 317-330. 
 
158. Dreux, N., Albagnac, C., Carlin, F., Morris, C.E., Nguyen-The, C., 2007. Fate of Listeria spp. on 
parsley leaves grown in laboratory and field cultures. Journal of Applied Microbiology 103, 
1821-1827. 
 
159. Dreux, N., Albagnac, C., Sleator, R.D., Hill, C., Carlin, F., Morris, C.E., Nguyen-The, C., 2008. 
Glycine betaine improves Listeria monocytogenes tolerance to desiccation on parsley leaves 
independent of the osmolyte transporters BetL, Gbu and OpuC. Journal of Applied 
Microbiology 104, 1221-1227. 
 
160. D'Souza, R.M., Beeker, N.G., Hall, G., Moodie, K.B.A., 2004. Does ambient temperature 
affect foodborne disease? Epidemiology 15, 86-92. 
 
161. Duffy, E.A., Lucia, L.M., Kells, J.M., Castillo, A., Pillai, S.D., Acuff, G.R., 2005. Concentrations 
of Escherichia coli and genetic diversity and antibiotic resistance profiling of Salmonella 
isolated from irrigation water, packing shed equipment, and fresh produce in Texas. Journal 









162. Economou, V., Gousia, P., Kansouzidou, A., Sakkas, H., Karanis, P., Papadopoulou, C., 2012, 
Prevalence, antimicrobial resistance and relation to indicator and pathogenic micro-
organisms of Salmonella enterica isolated from surface waters within an agricultural 
landscape. International Journal of Hygiene and Environmental Health, 216(4), 435–444. 
 
163. Edberg, S.C., Rice, E.W., Karlin, R.J., Allen, M.J., 2000. Escherichia coli: the best biological 
drinking water indicator for public health protection. Journal of Applied Microbiology 88, 
106S-116S. 
 
164. Edmonds, C., Hawke, R., 2004. Microbiological and metal contamination of watercress in the 
Wellington region, New Zealand - 2000 survey. Australian and New Zealand Journal of Public 
Health 28, 20-26. 
 
165. EEA, 1999. Sustainable water use in Europe. Part 1: Sectoral use of water, Environmental 
assessment report. European Environment Agency. 
 
166. EFSA, 2013a. Scientific Opinion on the risk posed by pathogens in food of non -animal origin. 
Part 1: outbreak data analysis and risk ranking of food/pathogen combinations. EFSA Journal 
11(1), 3025. 
 
167. EFSA, 2013b. Scientific Opinion on VTEC -seropathotype and scientific criteria regarding 
pathogenicity assessment. EFSA Journal 11(4), 3138. 
 
168. EFSA, 2013c. The European Union Summary Report on Trends and Sources of Zoonoses, 
Zoonotic Agents and Food-borne Outbreaks in 2011. EFSA Journal 11(4):3129 
 
169. Efstratiou, M.A., Mavridou, A., Richardson, C., 2009. Prediction of Salmonella in seawater by 
total and faecal coliforms and Enterococci. Marine Pollution Bulletin 58, 201-205. 
 
170. Ellis-Iversen, J., Pritchard, G.C., Wooldridge, M., Nielen, M., 2009. Risk factors for 
Campylobacter jejuni and Campylobacter coli in young cattle on English and Welsh farms. 









171. Enne, V.I., Cassar, C., Sprigings, K., Woodward, M.J., Bennett, P.M., 2008. A high prevalence 
of antimicrobial resistant Escherichia coli isolated from pigs and a low prevalence of 
antimicrobial resistant E. coli from cattle and sheep in Great Britain at slaughter. Fems 
Microbiology Letters 278:193-199. 
 
172. Enriquez, C., Alum, A., Suarez-Rey, E.M., Choi, C.Y., Oron, G., Gerba, C.P., 2003. 
Bacteriophages MS2 and PRD1 in turfgrass by subsurface drip irrigation. Journal of 
Environmental Engineering-Asce 129, 852-857. 
 
173. Ensink, J.H., Mahmood, T., Dalsgaard, A., 2007. Wastewater-irrigated vegetables: market 
handling versus irrigation water quality. Tropical Medicine & International Health 12 Suppl 
2, 2-7. 
 
174. Epstein, P.R., 2001. Climate change and emerging infectious diseases. Microbes and 
Infection 3, 747-754. 
 
175. Ercsey-Ravasz, M., Toroczkai, Z., Lakner, Z., Baranyi, J., 2012. Complexity of the International 
Agro-Food Trade Network and Its Impact on Food Safety. Plos One 7(5). 
 
176. Erickson, M.C., Webb, C.C., Diaz-Perez, J.C., Phatak, S.C., Silvoy, J.J., Davey, L., Payton, A.S., 
Liao, J., Ma, L., Doyle, M.P., 2010. Surface and Internalized Escherichia coli O157:H7 on Field-
Grown Spinach and Lettuce Treated with Spray-Contaminated Irrigation Water. Journal of 
Food Protection 73, 1023-1029. 
 
177. Espinoza-Medina, I.E., Rodriguez-Leyva, F.J., Vargas-Arispuro, I., Islas-Osuna, M.A., Acedo-
Felix, E., Martinez-Tellez, M.A., 2006. PCR identification of Salmonella: Potential 
contamination sources from production and postharvest handling of cantaloupes. Journal of 
Food Protection 69, 1422-1425. 
 
178. Esseili, M.A., Wang, Q.H., Saif, L.J., 2012. Binding of Human GII.4 Norovirus Virus-Like 
Particles to Carbohydrates of Romaine Lettuce Leaf Cell Wall Materials. Applied and 









179. Ethelberg, S., Lisby, M., Bottiger, B., Schultz, A. C., Villif, A., Jensen, T., Olsen, K. E., Scheutz, 
F., Kjelso, C., Muller, L., 2010. Outbreaks of gastroenteritis linked to lettuce, Denmark, 
January 2010. Eurosurveillance 15, 2-4. 
 
180. Eucast and CLSI potency NEO-sensitabsTM, 2011. Zone diameter interpretative criteria and 
MIC breakpoints according to CLSI. http://www.rosco.dk 
 




182. Eurostat, 2012. Holdings growing fresh vegetables, melons and strawberries. 
www.eurostat.be 
 




184. Evans, C.A., Coombes, P.J., Dunstan, R.H., 2006. Wind, rain and bacteria: The effect of 
weather on the microbial composition of roof-harvested rainwater. Water Research 40, 37-
44. 
 
185. Eyles, R., Niyogi, D., Townsend, C., Benwell, G., Weinstein, P., 2003. Spatial and temporal 
patterns of Campylobacter contamination underlying public health risk in the Taieri River, 
New Zealand. Journal of Environmental Quality 32, 1820–1828. 
 
186. FAOstat, 2013. Food and Agricultural Organization of the United Nations. www.faostat.com 
 
187. Farber J.M., 1991. Microbiological aspects of modified-atmosphere packaging technology a 
review. Journal of Food Protection 54(1):58-70. 
 
188. FAVV, 2009. ADVIES 28-2009, Betreft: Kwaliteit van irrigatiewater in de primaire 









189. FDA, 1998. Guide to Minimize Microbial Food Safety Hazards for Fresh Fruits and 
Vegetables, U.S. Department of Health and Human Services, Food and Drug Administration, 
Center for Food Safety and Applied Nutrition (CFSAN). 
 
190. FDA, 2001. In Evaluation and definition of potentially hazardous foods. Chapter 7. 
Comparison of NSF and ABA protocols to determine whether a food requires time/ 
temperature control for safety. Food and drug administration, center for food safety and 
applied nutrition. 
 
191. FDA, 2008. Guidance for Industry: Guide to minimize food safety hazards for fresh-cut fruits 
and vegetables, , pp. 11364–11368: Food and Drug Administration, Center for Food Safety 
and Applied Nutrition. 
 
192. FDA, 2009. Guidance for industry: guide to minimize microbial food safety hazards of leafy 
greens. Food and Drug administration , Center for Food Safety and Applied Nutrition. 
 
193. Ferguson, A.S., Layton, A.C., Mailloux, B.J., Culligan, P.J., Williams, D.E., Smartt, A.E., Sayler, 
G.S., Feighery, J., McKay, L.D., Knappett, P.S.K., Alexandrova, E., Arbit, T., Emch, M., 
Escamilla, V., Ahmed, K.M., Alam, M.J., Streatfield, P.K., Yunus, M., van Geen, A., 2012. 
Comparison of fecal indicators with pathogenic bacteria and rotavirus in groundwater. 
Science of the Total Environment 431, 314-322. 
 
194. Ferguson, C.M., Coote, B.G., Ashbolt, N.J., Stevenson, I.M., 1996. Relationships between 
indicators, pathogens and water quality in an estuarine system. Water Research 30, 2045-
2054. 
 
195. Fett, W.F., 2000. Naturally occurring biofilms on alfalfa and other types of sprouts. Journal 
of Food Protection 63, 625-632. 
 
196. Fisher, I.S., O'Brien, S., 2001. Salmonella newport infection in England associated with the 
consumption of ready to eat salad. Eurosurveillance 5 (26). 
 
197. Fleury, M., Charron, D.F., Holt, J.D., Allen, O.B., Maarouf, A.R., 2006. A time series analysis of 
the relationship of ambient temperature and common bacterial enteric infections in two 








198. Fletcher, J., Leach, J.E., Eversole, K., Tauxe, R., 2013. Human pathogens on plants: designing 
a multidisciplinary strategy for research. Phytopathology 103, 306-315. 
 
199. FOD, 2009.Landbouwtelling mei voor België: FOD economie, K.M.O., Middenstand en 
Energie. http://statbel.fgov.be/nl/statistieken/cijfers/economie/landbouw/bedrijven/ 
 
200. Fogarty, L.R., Haack, S.K., Wolcott, M.J., & Whitman, R.L., 2003. Abundance and 
characteristics of the recreational water quality indicator bacteria Escherichia coli and 
enterococci in gull faeces. Journal of Applied Microbiology, 94(5), 865-878. 
 
201. Fong, T.T., Mansfield, L.S., Wilson, D.L., Schwab, D.J., Molloy, S.L. & Rose, J.B., 2007. Massive 
microbiological groundwater contamination associated with a waterborne outbreak in Lake 
Erie, South Bass Island, Ohio. Environmental Health Perspect 115, 856-864. 
 
202. Fonseca, J.M., Fallon, S.D., Sanchez, C.A., Nolte, K.D., 2011. Escherichia coli survival in 
lettuce fields following its introduction through different irrigation systems. Journal of 
Applied Microbiology 110, 893-902. 
 
203. Food Standard Agency, 2009. Managing Farm Manures for Food Safety: Guidelines for 
growers to reduce the risks of microbiological contamination of ready-to-eat crops. United 
Kingdom 
 
204. Forshell, L.P., Ekesbo, I., 1993. Survival of Salmonella in composted and not composted solid 
animal manure. Zentralbl Veterinarmed B 40, 654-658. 
 
205. Francis, G.A., Thomas, C., O'Beirne, D., 1999. The microbiological safety of minimally 
processed vegetables. International Journal of Food Science and Technology 34, 1-22. 
 
206. Franz, E., van Diepeningen, A.D., de Vos, O.J., van Bruggen, A.H.C., 2005. Effects of cattle 
feeding regimen and soil management type on the fate of Escherichia coli O157 : H7 and 
Salmonella enterica serovar typhimurium in manure, manure-amended soil, and lettuce. 









207. Franz, E., Visser, A.A., Van Diepeningen, A.D., Klerks, M.M., Termorshuizen, A.J., van 
Bruggen, A.H.C., 2007. Quantification of contamination of lettuce by GFP-expressing 
Escherichia coli O157 : H7 and Salmonella enterica serovar Typhimurium. Food Microbiology 
24, 106-112. 
 
208. Franz, E., Semenov, A. V., Termorshuizen, A. J., de Vos, O. J., Bokhorst, J. G. & van Bruggen, 
A. H. C., 2008a. Manure-amended soil characteristics affecting the survival of E-coli O157 : 
H7 in 36 Dutch soils. Environmental Microbiology 10, 313-327. Hfdst 2 
 
209. Franz, E., van Bruggen, A. H., 2008b. Ecology of E. coli O157:H7 and Salmonella enterica in 
the primary vegetable production chain. Critical Reviews in Microbiology 34, 143-161.  
 
210. Fremaux, B., Prigent-Combaret, C., Vernozy-Rozand, C., 2008. Long-term survival of Shiga 
toxin-producing Escherichia coli in cattle effluents and environment: An updated review. 
Veterinary Microbiology 132, 1-18. 
 
211. Freshfel, 2011. Fresh fruit and vegetable production, trade, supply & consumption monitor 
in the EU-27 (covering 2005-2010). 
 
212. Freshfel, 2012. Freshfel consumption monitor 2011. Freshfel Europe. 
 
213. Fresh Trade, 2013. Fresh Trade Belgium, marktevolutie, voorbewerkt, voorverpakte 
groenten. 
 
214. Friesema, I., Schimmer, B., Stenvers, O., Heuvelink, A., de Boer, E., van der Zwaluw, K., de 
Jager, C., Notermans, D., van Ouwerkerk, I., de Jonge, R., van Pelt, W., 2007. STEC O157 
outbreak in the Netherlands, September-October 2007. Eurosurveillance 12. 
 
215. Friesema, I., Sigmundsdottir, G., van der Zwaluw, K., Heuvelink, A., Schimmer, B., de Jager, 
C., Rump, B., Briem, H., Hardardottir, H., Atladottir, A., Gudmundsdottir, E., van Pelt, W., 
2008. An international outbreak of Shiga toxin-producing Escherichia coli O157. Euro Surveill 
13. 
 
216. FSAI, 2001. Code of Practice For Food Safety in the Fresh Produce Supply Chain in Ireland. 









217. FSLC, 2007. The Food Safety Leadership Council On-Farm Produce Standards, Vol. version 
1.0. 
 
218. FSMA, 2013. FSMA Proposed Produce Safety Rules: Microbial Standards for Water 
(Agricultural Water Requirements). http://www.newenglandfarmersunion.org/food-safety-
modernization-act/agricultural-water-requirements-talking-points/ 
 
219. Gaffield, S.J., Goo, R.L., Richards, L.A., Jackson, R.J., 2003. Public health effects of 
inadequately managed stormwater runoff. American Journal of Public Health 93, 1527-1533. 
 
220. Gagliardi, J.V., Karns, J.S., 2000. Leaching of Escherichia coli O157 : H7 in diverse soils under 
various agricultural management practices (vol 66, pg 877, 2000). Applied and 
Environmental Microbiology 66, 4172-4172. 
 
221. Gajraj, R., Pooransingh, S., Hawker, J.I., Olowokure, B., 2012. Multiple outbreaks of 
Salmonella braenderup associated with consumption of iceberg lettuce. International 
Journal of Environmental Health Research 22, 150-155. 
 
222. Gandhi, K. M., Mandrell, R. E. & Tian, P. 2010.Binding of Virus-Like Particles of Norwalk Virus 
to Romaine Lettuce Veins. Applied and Environmental Microbiology, 76, 7997-8003. 
 
223. Gault, G., Weill, F.X., Mariani-Kurkdjian, P., Jourdan-da Silva, N., King, L., Aldabe, B., Charron, 
M., Ong, N., Castor, C., Mace, M., Bingen, E., Noel, H., Vaillant, V., Bone, A., Vendrely, B., 
Delmas, Y., Combe, C., Bercion, R., d'Andigne, E., Desjardin, M., de Valk, H., Rolland, P., 
2011. Outbreak of haemolytic uraemic syndrome and bloody diarrhoea due to Escherichia 
coli O104:H4, south-west France, June 2011. Euro Surveill 16. 
 
224. Geldreich, E.E., 2006. Microbial water quality concerns for water supply use. Environmental 
Toxicology and Water Quality, 6(2), 209-223. 
 
225. Gerba, C.P., Choi, C.Y., 2006. Role of irrigation water in crop contamination by viruses, in: 









226. Gerba, C.P., 2009. The Role of Water and Water Testing in Produce Safety, In Fan X, Niemira 
BA, Doona CJ, Feeherry FE, Gravani RB (ed.), Microbial Safety of Fresh Produce. Wiley-
Blackwell, Oxford, UK. 
 
227. Geue, L., Löschner, U., 2002. Salmonella enterica in reptiles of German and Austrian origin. 
Veterinary Microbiology 84, 79-91. 
 
228. Ghassemi, F., Jakeman, A.J., Nix, H.A., 1995. Salinisation of Land and Water Resources. 
Human causes, extent, management and case studies. Centre for Resource and 
Environmental Studies, The Australian National University, Canberra. 
 
229. Gil, M. I., Selma, M.V., 2006. Overview of Hazards in Fresh-Cut Produce Production: Control 
and Management of Food Safety Hazards. p. 155-220. In J. James (ed.), Microbial Hazard 
Identification in Fresh Fruit and Vegetables John Wiley & Sons. 
 
230. Gil, M. I., Selma, M. V., López-Gálvez, F., Allende, A., 2009. Fresh-cut product sanitation and 
wash water disinfection: Problems and solutions. International Journal of Food 
Microbiology, 134(1-2), 37-45. 
 
231. Gillespie, I., 2004. Outbreak of Salmonella Newport infection associated with lettuce in the 
UK. Eurosurveillance 8 (41). 
 
232. Girardin, H., Morris, C.E., Albagnac, C., Dreux, N., Glaux, C., Nguyen-The, C., 2005. Behaviour 
of the pathogen surrogates Listeria innocua and Clostridium sporogenes during production 
of parsley in fields fertilized with contaminated amendments. Fems Microbiology Ecology 
54, 287-295. 
 
233. GlobalGap, 2012. Control Points and Compliance Criteria Integrated Farm Assurance: 
Introduction. www.globalgap.be 
 
234. Golberg, D., Kroupitski, Y., Belausov, E., Pinto, R., Sela, S., 2011. Salmonella Typhimurium 










235. Gonzalez, M., Hanninen, M.L., 2012. Effect of temperature and antimicrobial resistance on 
survival of Campylobacter jejuni in well water: application of the Weibull model. Journal of 
Applied Microbiology 113, 284-293. 
 
236. Goyal, S.M., Gerba, C.P., Melnick, J.L., 1977. Occurrence and distribution of bacterial 
indicators and pathogens in canal communities along the Texas coast. Applied and 
Environmental Microbiology 34, 139-149. 
 
237. Gras, M.H., Druetmichaud, C., Cerf, O., 1994. Bacterial flora of salad leaves. Sciences Des 
Aliments 14, 173-188. 
 
238. Greene, S.K., Daly, E.R., Talbot, E.A., Demma, L.J., Holzbauer, S., Patel, N.J., Hill, T.A., 
Walderhaug, M.O., Hoekstra, R.M., Lynch, M.F., Painter, J.A., 2008. Recurrent multistate 
outbreak of Salmonella Newport associated with tomatoes from contaminated fields, 2005. 
Epidemiology and Infection 136, 157-165. 
 
239. Guber, A.K., Shelton, D.R., Pachepsky, Y.A., Sadeghi, A.M., Sikora, L.J., 2006. Rainfall-induced 
release of fecal coliforms and other manure constituents: Comparison and modeling. 
Applied and Environmental Microbiology 72, 7531-7539. 
 
240. Guenther, S., Grobbel M., Luebke-Becker, A., Goedecke, A., Friedrich, N.D., Wieler, L.H., 
Ewers C., 2010. Antimicrobial resistance profiles of Escherichia coli from common European 
wild bird species. Veterinary Microbiology 144:219-225. 
 
241. Gupta, S.C., Kim, J.H., Prasad, S., Aggarwal, B.B., 2010. Regulation of survival, proliferation, 
invasion, angiogenesis, and metastasis of tumor cells through modulation of inflammatory 
pathways by nutraceuticals. Cancer and Metastasis Reviews 29, 405-434. 
 
242. Gustafson, R.H., Bowen, R.E., 1997. Antibiotic use in animal agriculture. Journal of Applied 
Microbiology 83:531-541. 
 
243. Haack, S.K., Fogarty, L.R., Wright, C., 2003. Escherichia coli and enterococci at beaches in the 
Grand Traverse Bay, Lake Michigan: sources, characteristics, and environmental pathways. 









244. Habib, I., Sampers, I., Uyttendaele, M., Berkvens, D., De Zutter, L., 2008. Baseline data from 
a Belgium-wide survey of Campylobacter species contamination in chicken meat 
preparations and considerations for a reliable monitoring program. Applied and 
Environmental Microbiology 74, 5483-5489. 
 
245. Hall, G.V., D'Souza, R.M., Kirk, M.D., 2002. Foodborne disease in the new millennium: out of 
the frying pan and into the fire? Medical Journal of Australia 177, 614-618. 
 
246. Hallam, N.B., West, J.R., Forster, C.F., Simms, J., 2001. The potential for biofilm growth in 
water distribution systems. Water Research 35, 4063-4071. 
 
247. Hamilton, A.J., Stagnitti, F., Premier, R., Boland, A.-M., Hale, G., 2006. Quantitative microbial 
risk assessment models for consumption of raw vegetables irrigated with reclaimed water. 
Applied and Environmental Microbiology 72, 3284-3290. 
 
248. Han, Y., Linton, R.H., Nielsen, S.S., Nelson, P.E., 2000a. Inactivation of Escherichia coli 
O157:H7 on surface-uninjured and -injured green pepper (Capsicum annuum L.) by chlorine 
dioxide gas as demonstrated by confocal laser scanning microscopy. Food Microbiology, 
17(6), 643-655. 
 
249. Han, Y., Sherman, D.M., Linton, R.H., Nielsen, S.S., Nelson, P.E., 2000b. The effects of 
washing and chlorine dioxide gas on survival and attachment of Escherichia coli O157: H7 to 
green pepper surfaces. Food Microbiology, 17(5), 521-533. 
 
250. Hancock, F. E. 1999. Catalytic strategies for industrial water re-use. Catalysis Today. 53:3-9. 
 
251. Hancock, D., Besser, T., Lejeune, J., Davis, M., Rice, D., 2001. The control of VTEC in the 
animal reservoir. International Journal of Food Microbiology 66, 71-78. 
 
252. Hanning, I.B., Johnson, M.G., Ricke, S.C., 2008. Precut Prepackaged Lettuce: A Risk for 
Listeriosis? Foodborne Pathogens and Disease 5, 731-746. 
 
253. Hanning, I. B., Nutt, J. D. & Ricke, S. C., 2009 Salmonellosis outbreaks in the United States 
due to fresh produce: sources and potential intervention measures. Foodborne Pathogens 









254. Harris, L.J., Farber, J.N., Beuchat, L.R., Parish, M.E., Suslow, T.V., Garrett, E.H., Busta, F.F., 
2003. Outbreaks associated with fresh produce: incidence, growth and survival of pathogens 
in fresh and fresh-cut produce. Comprehensive Reviews in Food Science and Food Safety, 
2S: 78–141. 
 
255. Harwood, V.J., Levine, A.D., Scott, T.M., Chivukula, V., Lukasik, J., Farrah, S.R., Rose, J.B., 
2005. Validity of the indicator organism paradigm for pathogen reduction in reclaimed 
water and public health protection. Applied and Environmental Microbiology 71, 3163-3170. 
 
256. Hassan, S.A., Altalhi, A.D., Gherbawy, Y.A., El-Deeb, B.A., 2011. Bacterial Load of Fresh 
Vegetables and Their Resistance to the Currently Used Antibiotics in Saudi Arabia. 
Foodborne Pathogens and Disease 8:1011-1018. 
 
257. Heaton, J.C., Jones, K., 2008. Microbial contamination of fruit and vegetables and the 
behaviour of enteropathogens in the phyllosphere: a review. Journal of Applied 
Microbiology 104, 613-626. 
 
258. Hegarty, J.P., Dowd, M.T., Baker, K.H., 1999. Occurrence of Helicobacter pylori in surface 
water in the United States. Journal of Applied Microbiology 87, 697-701. 
 
259. Heinonen-Tanski, H., Mohaibes, M., Karinen, P., Koivunen, J., 2006. Methods to reduce 
pathogen microorganisms in manure. Livestock Science 102, 248-255. 
 
260. Helmreich, B., Horn, H., 2009. Opportunities in rainwater harvesting. Desalination 248, 118-
124. 
 
261. Herman, K.M., Ayers, T.L., Lynch, M., 2008. Foodborne disease outbreaks associated with 
leafy greens 1973–2006. p. 1 In, International Conference on Emerging Infectious Diseases, 
16–19 March 2008, Atlanta, Georgia, USA. 
 
262. Hery, M., Gerber, J.M., Hecht, G., Subra, I., Possoz, C., Aubert, S., Dieudonne, M., Andre, J.C., 
1998. Exposure to chloramines in a green salad processing plant. Annals of Occupational 









263. Heuvelink, A.E., Zwartkruis-Nahuis, J.T.M., van den Biggelaar, F., van Leeuwen, W.J., de 
Boer, E., 1999. Isolation and characterization of verocytotoxin-producing Escherichia coli 
O157 from slaughter pigs and poultry. International Journal of Food Microbiology 52, 67-75. 
 
264. Higdon, J.V., Delage, B., Williams, D.E., Dashwood, R.H., 2007. Cruciferous vegetables and 
human cancer risk: epidemiologic evidence and mechanistic basis. Pharmacological 
Research 55, 224-236. 
 
265. Hilborn, E.D., Mermin, J.H., Mshar, P.A., Hadler, J.L., Voetsch, A., Wojtkunski, C., Swartz, M., 
Mshar, R., Lambert-Fair, M.A., Farrar, J.A., Glynn, M.K., Slutsker, L., 1999. A multistate 
outbreak of Escherichia coli O157 : H7 infections associated with consumption of mesclun 
lettuce. Archives of Internal Medicine 159, 1758-1764. 
 
266. Hirvonen, J.J., Siitonen, A., Kaukoranta, S.S., 2012. Usability and Performance of CHROMagar 
STEC Medium in Detection of Shiga Toxin-Producing Escherichia coli Strains. Journal of 
Clinical Microbiology 50, 3586-3590. 
 
267. Hofstra, N., 2011. Quantifying the impact of climate change on enteric waterborne 
pathogen concentrations in surface water. Current Opinion in Environmental Sustainability 
3, 471-479. 
 
268. Horby, P. W., O'Brien, S. J., Adak, G. K., Graham, C., Hawker, J.I., Hunter, P., Lane, C., Lawson, 
A.J., Mitchell, R.T., Reacher, M.H., Threlfall, E.J., Ward, L.R., PHLS Outbreak Investigation 
Team, 2003. A national outbreak of multi-resistant Salmonella enterica serovar 
Typhimurium definitive phage type (DT) 104 associated with consumption of lettuce. 
Epidemiology and Infection 130, 169-178. 
 
269. Horman, A., Rimhanen-Finne, R., Maunula, L., von Bonsdorff, C.H., Torvela, N., Heikinheimo, 
A., Hanninen, M.L., 2004. Campylobacter spp., Giardia spp., Cryptosporidium, noroviruses 
and indicator organisms in surface water in southwestern Finland, 2000-2001. Applied and 
Environmental Microbiology 70, 87-95. 
 
270. Horrocks, S.M., Anderson, R.C., Nisbet, D.J., Ricke, S.C., 2009. Incidence and ecology of 









271. Hrudey, S.E., 2009. Chlorination disinfection by-products, public health risk tradeoffs and 
me. Water Res. 43:2057-2092. 
 
272. Hung, H.C., Huang, M.C., Lee, J.M., Wu, D.C., Hsu, H.K., Wu, M.T., 2004. Association between 
diet and esophageal cancer in Taiwan. Journal of Gastroenterology and Hepatology 19, 632-
637. 
 
273. Hunt, R.J., Coplen, T.B., Haas, N.L., Saad, D.A., Borchardt, M.A., 2005. Investigating surface 
water-well interaction using stable isotope ratios of water. Journal of Hydrology 302, 154-
172. 
 
274. Hunter, P.R., 2003. Drinking water and diarrhoeal disease due to Escherichia coli. Journal of 
Water and Health 1, 65-72. 
 
275. Hutchison, M.L., Avery, S.M., Monaghan, J.M., 2008. The air-borne distribution of zoonotic 
agents from livestock waste spreading and microbiological risk to fresh produce from 
contaminated irrigation sources. Journal of Applied Microbiology 105, 848-857.  
 
276. Hutchison, M.L., Walters, L.D., Moore, A., Avery, S.M., 2005. Declines of zoonotic agents in 
liquid livestock wastes stored in batches on-farm. Journal of Applied Microbiology 99, 58-65. 
 
277. Ibekwe, A.M., Grieve, C.M., Papiernik, S.K., Yang, C.H., 2009. Persistence of Escherichia coli 
O157:H7 on the rhizosphere and phyllosphere of lettuce. Letters in Applied Microbiology 49. 
 
278. ICMSF, 2002. Microorganisms in foods 7: microbiological testing in food safety 
management.. Kluwer Academic/Plenum Publishers, New York. pp. 362. 
 
279. Ijabadeniyi, O.A., Debusho, L.K., Vanderlinde, M., Buys, E.M., 2011. Irrigation water as a 
potential preharvest source of bacterial contamination of vegetables. Journal of Food Safety 
31 (4), 452-461. 
 










281. Ilic, S., Rajic, A., Britton, C.J., Grasso, E., Wilkins, W., Totton, S., Wilhelm, B., Waddell, L., 
LeJeune, J.T., 2012. A scoping study characterizing prevalence, risk factor and intervention 
research, published between 1990 and 2010, for microbial hazards in leafy green 
vegetables. Food Control 23, 7-19. 
 
282. Ingham, S.C., Fanslau, M.A., Engel, R.A., Breuer, J.R., Breuer, J.E., Wright, T.H., Reith-Rozelle, 
J.K., Zhu, J., 2005. Evaluation of fertilization-to-planting and fertilization-to-harvest intervals 
for safe use of noncomposted bovine manure in Wisconsin vegetable production. Journal of 
Food Protection 68, 1134-1142. 
 
283. International Food Safety Standard, 2007. Standard for auditing, retailer and wholesaler 
branded food products. Ed. HDE Trade Services, Berlin, Germany, pp. 117. 
 
284. Isaacs, S., LeBer, C., Michel, P., 1998. The distribution of foodborne disease by risk setting--
Ontario. Canada Communicable Disease Report 24, 61-64. 
 
285. Islam, M., Doyle, M.P., Phatak, S.C., Millner, P., Jiang, X., 2004a. Persistence of 
enterohemorrhagic Escherichia coli O157:H7 in soil and on leaf lettuce and parsley grown in 
fields treated with contaminated manure composts or irrigation water. Journal of Food 
Protection 67, 1365-1370. 
 
286. Islam, M., Morgan, J., Doyle, M.P., Phatak, S.C., Millner, P., Jiang, X., 2004b. Persistence of 
Salmonella enterica serovar typhimurium on lettuce and parsley and in soils on which they 
were grown in fields treated with contaminated manure composts or irrigation water. 
Foodborne Pathogen and Disease 1, 27-35. 
 
287. Islam, M., Doyle, M. P., Phatak, S. C., Millner, P., Jiang, X., 2005. Survival of Escherichia coli 
O157:H7 in soil and on carrots and onions grown in fields treated with contaminated 
manure composts or irrigation water. Food Microbiology 22, 63-70. 
 
288. ISO, 1995. Water quality. Detection and enumeration of bacteriophages – part 1: 










289. ISO, 1998. Microbiology of food and animal feeding stuffs-horizontal method for the 
detection and enumeration of Listeria monocytogenes-Part 2: Enumeration method (ISO 
11290-2:1998/Amd 1 : 2004). International Organization for Standardization, Geneva. 
 
290. ISO, 1999. Water quality. Enumeration of culturable micro-organisms . Colony count by 
inoculation in a nutrient agar culture medium. ISO 6222:1999. International Organization for 
Standardization, Geneva. 
 
291. ISO, 2000a. Water quality. Detection and enumeration of Escherichia coli and coliform 
bacteria. Part 1: Membrane filtration method. ISO 9308-1:2000. International Organization 
for Standardization, Geneva. 
 
292. ISO, 2000b. Water quality. Detection and enumeration of intestinal enterococci. Part 2: 
Membrane filtration method. ISO 7899-2. International Organization for Standardization, 
Geneva. 
 
293. ISO, 2002. Microbiology of food and animal feeding stuffs. Horizontal method for the 
detection of Salmonella spp. ISO 6579:2002. International Organization for Standardization, 
Geneva. 
 
294. ISO, 2003a. Microbiology of food and animal feeding stuffs-horizontal method for the 
enumeration of micro-organisms-colony count technique at 30°C (ISO 4833:2003). 
International Organization for Standardization, Geneva. 
 
295. ISO. 2003b. Microbiology of food and animal feeding stuffs- horizontal method for the 
enumeration of coagulase positive Staphylococcus aureus and other species- Part 1: 
Technique using Baird-Parker agar medium. Amendment 1: Inclusion of precision data (ISO 
6888-1: 1999/Amd.1:2003). International Organization for Standardization, Geneva. 
 
296. ISO. 2003c. Microbiology of food and animal feeding stuffs - Protocol for the validation of 
alternative methods (ISO 16140:2003). International Organization for Standardization, 
Geneva. 
 
297. ISO, 2005. Water quality. Detection and enumeration of thermotolerant Campylobacter 









298. ISO, 2006a. Microbiology of food animal feeding stuffs, horizontal method for detection and 
enumeration of Campylobacter spp. Part 1: Detection method. ISO 10272-1:2006. 
International Organization for Standardization, Geneva. 
 
299. ISO, 2006b. Water quality. Sampling for microbiological analysis. ISO 19458:2006. 
International Organization for Standardization, Geneva. 
 
300. ISO, 2012. Microbiology of food and animal feed. Real-time polymerase chain reaction 
(PCR)-based method for the detection of food-borne pathogens. Horizontal method for the 
detection of Shiga toxin-producing Escherichia coli (STEC) and the determination of O157, 
O111, O26, O103 and O145 serogroups. ISO/TS 13136:2012. International Organization for 
Standardization, Geneva. 
 
301. Isobe, K.O., Tarao, M., Chiem, N.H., Minh, L.Y., Takada, H., 2004. Effect of environmental 
factors on the relationship between concentrations of coprostanol and fecal indicator 
bacteria in tropical (Mekong delta) and temperate (Tokyo) freshwaters. Applied and 
Environmental Microbiology 70, 814-821. 
 
302. Jablasone, J., Warriner, K., Griffiths, M., 2005. Interactions of Escherichia coli O157 : 147, 
Salmonella typhimurium and Listeria monocytogenes plants cultivated in a gnotobiotic 
system. International Journal of Food Microbiology 99, 7-18. 
 
303. Jacxsens, L., Devlieghere, F., Debevere, J., 1999. Validation of a Systematic Approach to 
Design Equilibrium Modified Atmosphere Packages for Fresh-cut Produce. Food Science and 
Technology-lebensmittel-wissenschaft & Technologie 32 (7), 425–432. 
 
304. Jacxsens, L., Devlieghere, F., Van der Steen, C., Debevere, J., 2001. Effect of high oxygen 
modified atmosphere packaging on microbial growth and sensorial qualities of fresh-cut 
produce. International Journal of Food Microbiology 71, 197-210. 
 
305. Jacxsens, L., 2002a. Influence of intrinsic and extrinsic parameters on the equilibrium 











306. Jacxsens, L., Devlieghere, F., Debevere, J., 2002b. Predictive modelling for packaging design: 
equilibrium modified atmosphere packages of fresh-cut vegetables subjected to a simulated 
distribution chain. International Journal of Food Microbiology 73, 331-341. 
 
307. Jacxsens, L., Kussaga, J., Luning, P.A., Van der Spiegel, M., Devlieghere, F., Uyttendaele, M., 
2009. A Microbial Assessment Scheme to measure microbial performance of Food Safety 
Management Systems. International Journal of Food Microbiology 134:113-125. 
 
308. Jacxsens, L., 2010a. Autocontrolegids Aardappelen, groenten en fruit verwerkende industrie 
en handel. Versie 2. http://www.gidsac.be/nl/ (in samenwerking met Belgapom, Vegebe en 
Fresh Trade Belgium). 
 
309. Jacxsens, L., Luning, P.A., van der Vorst, J.G.A.J., Devlieghere, F., Leemans, R., Uyttendaele, 
M., 2010b. Simulation modelling and risk assessment as tools to identify the impact of 
climate change on microbiological food safety - The case study of fresh produce supply 
chain. Food Research International 43:1925-1935. 
 
310. Jakobsson, H.E., Jernberg, C., Andersson, A.F., Sjolund-Karlsson, M., Jansson, J.K., Engstrand, 
L., 2010. Short-Term Antibiotic Treatment Has Differing Long-Term Impacts on the Human 
Throat and Gut Microbiome. Plos One 5. 
 
311. James, J., 2006. Overview of Microbial Hazards in Fresh Fruit and Vegetables Operations. In 
Microbial Hazard Identification in Fresh Fruits and Vegetables, pp. 2-36. Edited by J. James. 
 
312. Janisiewicz, W.J., Conway, W.S., Brown, M.W., Sapers, G.M., Fratamico, P., Buchanan, R.L., 
1999. Fate of Escherichia coli 0157 : H7 on fresh-cut apple tissue and its potential for 
transmission by fruit flies. Applied and Environmental Microbiology 65, 1-5. 
 
313. Jawahar, P. & Ringler, C., 2009. Water quality and food safety: a review and discussion of 
risks. Water Policy 11, 680-695. 
 
314. Jay, M.T., Cooley, M., Carychao, D., Wiscomb, G.W., Sweitzer, R.A., Crawford-Miksza, L., 








R.E., 2007. Escherichia coli O157:H7 in feral swine near spinach fields and cattle, central 
California coast. Emerging Infectious Diseases Journal 13, 1908-1911. 
 
315. Jenkins, C., Pearce, M.C., Smith, A.W., Knight, H.I., Shaw, D.J., Cheasty, T., Foster, G., Gunn, 
G.J., Dougan, G., Smith, H.R., Frankel, G., 2003. Detection of Escherichia coli serogroups O26, 
O103, O111 and O145 from bovine faeces using immunomagnetic separation and PCR/DNA 
probe techniques. Letters in Applied Microbiology 37, 207-212. 
 
316. Jernberg, C., Lofmark, S., Edlund, C., Jansson, J.K., 2013. Long-term ecological impacts of 
antibiotic administration on the human intestinal microbiota. Isme Journal 7, 456-456. 
 
317. Jeter, C., Matthysse, A.G., 2005. Characterization of the binding of diarrheagenic strains of E. 
coli to plant surfaces and the role of curli in the interaction of the bacteria with alfalfa 
sprouts. Molecular Plant-Microbe Interactions 18, 1235-1242. 
 
318. Jiang H.X., Lu D.H., Chen Z.L., Wang X.M., Chen J.R., Liu Y.H., Liao X.P., Liu J.H., Zeng Z.L., 
2011. High prevalence and widespread distribution of multi-resistant Escherichia coli 
isolates in pigs and poultry in China. Veterinary Journal 187:99-103. 
 
319. Johannessen, G.S., Loncarevic, S., Kruse, H., 2002. Bacteriological analysis of fresh produce 
in Norway. International Journal of Food Microbiology 77, 199-204. 
 
320. Johannessen, G.S., Froseth, R.B., Solemdal, L., Jarp, J., Wasteson, Y., Rorvik, L.M., 2004. 
Influence of bovine manure as fertilizer on the bacteriological quality of organic Iceberg 
lettuce. Journal of Applied Microbiology 96, 787-794. 
 
321. Johannessen, G.S., Bengtsson, G.B., Heier, B.T., Bredholt, S., Wasteson, Y., Rorvik, L.M., 
2005. Potential uptake of Escherichia coli O157:H7 from organic manure into crisphead 
lettuce. Applied and Environmental Microbiology 71, 2221-2225. 
 
322. Johnston L.M., Jaykus L.A., 2004. Antimicrobial resistance of Enterococci species isolated 









323. Johnston, L.M., Jaykus, L.-A., Moll, D., Anciso, J., Mora, B., Moe, C.L., 2006. A field study of 
the microbiological quality of fresh produce of domestic and Mexican origin. International 
Journal of Food Microbiology 112, 83-95. 
 
324. Kaneko, K.I., Hayashidani, H., Takahashi, K., Shiraki, Y., Limawongpranee, S., Ogawa, M., 
1999. Bacterial contamination in the environment of food factories processing ready-to-eat 
fresh vegetables. Journal of Food Protection 62, 800-804. 
 
325. Kang, H.M., Saltveit, M.E., 2002. Antioxidant capacity of lettuce leaf tissue increases after 
wounding. Journal of Agricultural and Food Chemistry 50, 7536-7541. 
 
326. Karmali, M.A., Gannon, V., Sargeant, J.M., 2010. Verocytotoxin-producing Escherichia coli 
(VTEC). Veterinary Microbiology 140, 360-370. 
 
327. Katz, D.J., Cruz, M.A., Trepka, M.J., Suarez, J.A., Fiorella, P.D., Hammond, R.M., 2002. An 
outbreak of typhoid fever in Florida associated with an imported frozen fruit. Journal of 
Infectious Diseases 186, 234-239. 
 
328. Keskinen, L. A. & Annous, B. A. 2011. Efficacy of adding detergents to sanitizer solutions for 
inactivation of Escherichia coli O157:H7 on Romaine lettuce. International Journal of Food 
Microbiology, 147, 157-161. 
 
329. Khaitsa, M.L., Bauer, M.L., Lardy, G.P., Doetkott, D.K., Kegode, R.B. & Gibbs, P.S., 2006. Fecal 
shedding of Escherichia coli O157:H7 in North Dakota feedlot cattle in the fall and spring. 
Journal of Food Protection 69, 1154-1158. 
 
330. Kher, S. V., De Jonge, J., Wentholt, M.T.A., Deliza, R., de Andrade, J.C., Cnossen, H.J., Luijckx, 
N.B.L., Frewer, L.J., 2013. Consumer perceptions of risks of chemical and microbiological 
contaminants associated with food chains: a cross-national study. International Journal of 
Consumer Studies 37, 73-83. 
 
331. Kirezieva, K., Jacxsens, L., Uyttendaele, M., Van Boekel, M.A.J.S., Luning, P.A. 2013a. 
Assessment of Food Safety Management Systems in the global fresh produce chain. Food 








332. Kirezieva, K., Nanyunja, J., Jacxsens, L., van der Vorst, J.G.A.J., Uyttendaele, M., Luning, P.A. 
2013b. Context factors affecting design and operation of Food Safety Management Systems 
in the fresh produce chain. Trends in Food Science & Technology 32, 108–127. 
 
333. Kisluk, G., Yaron, S., 2012. Presence and Persistence of Salmonella enterica Serotype 
Typhimurium in the Phyllosphere and Rhizosphere of Spray-Irrigated Parsley. Applied and 
Environmental Microbiology 78, 4030-4036. 
 
334. Klerks, M.M., van Gent-Pelzer, M., Franz, E., Zijlstra, C., van Bruggen, A.H.C., 2007. 
Physiological and molecular responses of Lactuca sativa to colonization by Salmonella 
entetica serovar Dublin. Applied and Environmental Microbiology 73, 4905-4914. 
 
335. Knezevic, P., Petrovic, O., 2008. Antibiotic resistance of commensal Escherichia coli of food-
producing animals from three Vojvodinian farms, Serbia. International Journal of 
Antimicrobial Agents 31, 360-363. 
 
336. Kokkinos, P., Kozyra, I., Lazic, S., Bouwknegt, M., Rutjes, S., Willems, K., Moloney, R., de 
Roda Husman, A. M., Kaupke, A., Legaki, E., D'Agostino, M., Cook, N., Rzezutka, A., Petrovic, 
T., Vantarakis, A., 2012. Harmonised investigation of the occurrence of human enteric 
viruses in the leafy green vegetable supply chain in three European countries. Food and 
Environmental Virology, 4(4), 179-191. 
 
337. Kovats, R.S., Edwards, S.J., Hajat, S., Armstrong, B.G., Ebi, K.L., Menne, B., Collaborating, G., 
2004. The effect of temperature on food poisoning: a time-series analysis of salmonellosis in 
ten European countries. Epidemiology and Infection 132, 443-453. 
 
338. Kudva, I.T., Blanch, K., Hovde, C.J., 1998. Analysis of Escherichia coli O157 : H7 survival in 
ovine or bovine manure and manure slurry. Applied and Environmental Microbiology 64, 
3166-3174. 
 
339. Kwan, P.S.L., Barrigas, M., Bolton, F.J., French, N.P., Gowland, P., Kemp, R., Leatherbarrow, 
H., Upton, M., Fox, A.J., 2008. Molecular epidemiology of Campylobacter jejuni populations 
in dairy cattle, wildlife, and the environment in a farmland area. Applied and Environmental 









340. Lake, I.R., Gillespie, I.A., Bentham, G., Nichols, G.L., Lane, C., Adak, G.K., Threlfall, E.J., 2009. 
A re-evaluation of the impact of temperature and climate change on foodborne illness. 
Epidemiology and Infection 137, 1538-1547. 
 
341. Lal, A., Hales, S., French, N., Baker, M.G., 2012. Seasonality in Human Zoonotic Enteric 
Diseases: A Systematic Review. Plos One 7(4). 
 
342. Lanz R, Kuhnert P, Boerlin P. 2003. Antimicrobial resistance and resistance gene 
determinants in clinical Escherichia coli from different animal species in Switzerland. 
Veterinary Microbiology 91:73-84. 
 
343. Lapidot, A., Yaron, S., 2009. Transfer of Salmonella enterica Serovar Typhimurium from 
Contaminated Irrigation Water to Parsley Is Dependent on Curli and Cellulose, the Biofilm 
Matrix Components. Journal of Food Protection 72, 618-623. 
 
344. LARA, 2010. Landbouwrapport 2010. Vlaamse overheid, Departement landbouw en visserij. 
 
345. Lee, L., Arul, J., Castaigne, F., 1995. A review on modified atmosphere packaging and 
preservation of fresh fruits and vegetables: physiological basis and practical aspects – Part 1. 
Packaging Technology Science 8, 315–331. 
 
346. Legan, J.D., Vandeven, M., Dahms, S., Cole, M., 2001. Determining the concentration of 
microorganisms controlled by attributes sampling plans. Food Control 12, 137-147. 
 
347. Le Guyader, F.S., Atmar, R.L., 2008. Binding and inactivation of viruses on and in food, with a 
focus on the role of the matrix. In Food-borne viruses: progress and challenges,. Koopmans, 
M.P.G., Cliver, D.O., Bosch, A. (eds.). pp. 189-208. Washington: ASM Press. 
 
348. Lehto, M., Kuisma, R., Määttä, J., Kymäläinen, H.-R., Mäki, M., 2001. Hygienic level and 
surface contamination in fresh-cut vegetable production plants. Food Control 22(3-4), 469-
475. 
 
349. Leifert, C., Ball, K., Volakakis, N., Cooper, J.M., 2008. Control of enteric pathogens in ready-
to-eat vegetable crops in organic and 'low input' production systems: a HACCP-based 









350. Lemarchand, K., Lebaron, P., 2003. Occurrence of Salmonella spp. and Cryptosporidium spp. 
in a French coastal watershed: relationship with fecal indicators. Fems Microbiology Letters 
218, 203-209. 
 
351. Leopoldo, O.R., Iturriaga, M.H., Tamplin, M.L., Fratamico, P.M., Call, J.E., Luchansky, J.B., 
Escartin, E.F., 2008. Animal and environmental impact on the presence and distribution of 
Salmonella and Escherichia coli in hydroponic tomato greenhouses. Journal of Food 
Protection 71, 676-683. 
 
352. Lester, S.C., Pla, M.D., Fu, W., Schael, I.P., Jiang, H., Obrien, T.F., 1990. The carriage of 
Escherichia coli resistant to antimicrobial agens by healthy children in Boston, in Caracas, 
Venezuela and in Qin-Pu, China. New England Journal of Medicine 323:285-289. 
 
353. Leverstein-van Hall, M.A., Dierikx, C.M., Cohen Stuart, J., Voets, G.M., van den Munckhof, 
M.P., van Essen-Zandbergen, A., Platteel, A., Fluit, A.C., van de Sande-Bruinsma, N., 
Scharinga, J., Bonten, M.J., Mevius, D.J., National ESBL surveillance group, 2011. Dutch 
patients, retail chicken meat and poultry share the same ESBL genes. Clinical Microbiology 
and Infection 17, 873-880. 
 
354. Levy, S.B., Marshall, B., 2004. Antibacterial resistance worldwide: causes, challenges and 
responses. Nature Medicine 10, S122-S129. 
 
355. Lewis Ivey, M.L., LeJeune, J.T., Miller, S.A., 2012. Vegetable producers’ perceptions of food 
safety hazards in the Midwestern USA. Food Control 26, 453-465. 
 
356. Li, Q., Mahendra, S., Lyon, D.Y., Brunet, L., Liga, M.V., Li, D., Alvarez, P.J.J., 2008. 
Antimicrobial nanomaterials for water disinfection and microbial control: Potential 
applications and implications. Water Research 42, 4591-4602. 
 
357. Liu, C., Hofstra, N., Franz, E., 2013. Impacts of climate change on the microbial safety of pre-
harvest leafy green vegetables as indicated by Escherichia coli O157 and Salmonella spp. 









358. Lienemann, T., Niskanen, T., Guedes, S., Siitonen, A., Kuusi, M., Rimhanen-Finne, R., 2011. 
Iceberg lettuce as suggested source of a nationwide outbreak caused by two. Journal of 
Food Protection 74, 1035-1040. 
 
359. Lim, S.K., Lee, H.S., Nam, H.M., Cho, Y.S., Kim, J.M., Song, S.W., Park, Y.H., Jung, S.C., 2007. 
Antimicrobial resistance observed in Escherichia coli strains isolated from fecal samples of 
cattle and pigs in Korea during 2003-2004. International Journal of Food Microbiology 116, 
283-286. 
 
360. Link, L.B., Potter, J.D., 2004. Raw versus cooked vegetables and cancer risk. Cancer 
Epidemiology, Biomarkers & Prevention 13, 1422-1435. 
 
361. Lipp, E.K., Farrah, S.A., Rose, J.B., 2001. Assessment and impact of microbial fecal pollution 
and human enteric pathogens in a coastal community. Marine Pollution Bulletin 42, 286-
293. 
 
362. Liu, C., Hofstra, N., Franz, E., 2013. Impacts of climate change on the microbial safety of pre-
harvest leafy green vegetables as indicated by Escherichia coli O157 and Salmonella spp. 
International Journal of Food Microbiology 163, 119-128. 
 
363. Loncarevic, S., Johannessen, G.S., Rorvik, L.M., 2005. Bacteriological quality of organically 
grown leaf lettuce in Norway. Letters in Applied Microbiology 41, 186-189. 
 
364. Long, S.M., Adak, G.K., O'Brien, S.J., Gillespie, I.A., 2002. General outbreaks of infectious 
intestinal disease linked with salad vegetables and fruit, England and Wales, 1992-2000. 
Communicable Disease and Public Health 5, 101-105. 
 
365. Lopez Galvez, G., Saltveit, M., Cantwell, M., 1996. The visual quality of minimally processed 
lettuces stored in air or controlled atmosphere with emphasis on romaine and iceberg 
types. Postharvest Biology and Technology 8, 179-190. 
 
366. Lopez Galvez, F., Allende, A., Selma, M.V., Gil, M.I., 2009. Prevention of Escherichia coli 
cross-contamination by different commercial sanitizers during washing of fresh-cut lettuce. 









367. Lopez-Galvez, F., Gil, M.I., Truchado, P., Selma, M.V., Allende, A., 2010. Cross-contamination 
of fresh-cut lettuce after a short-term exposure during pre-washing cannot be controlled 
after subsequent washing with chlorine dioxide or sodium hypochlorite. Food Microbiology 
27(2), 199-204. 
 
368. Lucena, F., Ribas, F., Duran, A.E., Skraber, S., Gantzer, C., Campos, C., Moron, A., Calderon, 
E., Jofre, J., 2006. Occurrence of bacterial indicators and bacteriophages infecting enteric 
bacteria in groundwater in different geographical areas. Journal of Applied Microbiology 
101, 96-102. 
 
369. Lund, B.M., O'Brien, S.J., 2011. The occurrence and prevention of foodborne disease in 
vulnerable people. Foodborne Pathogens and Disease 8, 961-973. 
 
370. Luo, Y.G., 2007. Fresh-cut produce wash water reuse affects water quality and packaged 
product quality and microbial growth in Romaine lettuce. Hortscience 42, 1413-1419. 
 
371. Luo, Y., Nou, X., Yang, Y., Alegre, I., Turner, E., Feng, H., Abadias, M., Conway, W., 2011. 
Determination of free chlorine concentrations needed to prevent Escherichia coli O157:H7 
cross-contamination during fresh-cut produce wash. Journal of Food Protection, 74(3), 352-
358. 
 
372. Lynch, M.F., Tauxe, R.V., Hedberg, C.W., 2009. The growing burden of foodborne outbreaks 
due to contaminated fresh produce: risks and opportunities. Epidemiology and Infection 
137, 307-315. 
 
373. MacDonald, E., Heier, B.T., Stalheim, T., Cudjoe, K.S., Skjerdal, T., Wester, A., Lindstedt, A., 
Vold, L., 2011. Yersinia enterocolitica O:9 infections associated with bagged salad mix in 
Norway, February to April 2011. Eurosurveillance 16(19). 
 
374. Magistrali, C., Dionisi, A.M., De Curtis, P., Cucco, L., Vischi, O., Scuota, S., Zicavo, A., Pezzotti, 
G., 2008. Contamination of Salmonella spp. in a pig finishing herd, from the arrival of the 









375. Manani, T.A., Collison, E.K., Mpuchane, S., 2006. Microflora of minimally processed frozen 
vegetables sold in Gaborone, Botswana. Journal of Food Protection 69, 2581-2586. 
 
376. Markland, S.M., Shortlidge, K.L., Hoover, D.G., Yaron, S., Patel, J., Singh, A., Sharma, M., 
Kniel, K.E., 2012. Survival of Pathogenic Escherichia coli on Basil, Lettuce, and Spinach. 
Zoonoses Public Health. doi: 10.1111/zph.12033 
 
377. Martinez, I., Ares, G., Lema, P., 2008. Influence of cut and packaging film on sensory quality 
of fresh-cut butterhead lettuce (Lactuca sativa L., CV. Wang). Journal of Food Quality 31, 48-
66. 
 
378. Martins, C. & Tosstorff, G., 2011. Large farms in Europe, Less than 1 % of European farms 
occupy 20 % of the Utilised Agricultural Area: Eurostat. 
 
379. Masse, D., Gilbert, Y., Topp, E., 2011. Pathogen removal in farm-scale psychrophilic 
anaerobic digesters processing swine manure. Bioresource Technology 102, 641-646. 
 
380. Matmerk KSL, 2010. The Norwegian Agricultural Quality System and Food Branding 
Foundation. Guideline 5. Vegetables, fruits, soft fruits and greenhouses (in Norwegian). 
http://kslmatmerk.no/seksjoner/ksl 
 
381. McDonald’s, 2001. Good Agricultural Practices. Issued March 14, 2011 Version 8.3. By 
McDonald’s Worldwide Quality Systems 
 
382. McEgan, R., Mootian, G., Goodridge, L. D., Schaffner, D. W., Danyluk, M. D., 2013. Predicting 
Salmonella populations from biological, chemical, and physical indicators in Florida surface 
waters. Applied and Environmental Microbiology 79, 4094-4105. 
 
383. McEvoy, J.L., Luo, Y., Conway, W., Zhou, B., Feng, H., 2009. Potential of Escherichia coli 
O157:H7 to grow on field-cored lettuce as impacted by postharvest storage time and 
temperature. International Journal of Food Microbiol 128, 506-509. 
 
384. McGowan, L.L., Jackson, C.R., Barrett, J.B., Hiott, L.M., Fedorca-Cray, P.J., 2006. Prevalence 
and antimicrobial resistance of enterococci isolated from retail fruits, vegetables, and 









385. McLaughlin, J., 2005. A word or two about gardening: Biohazards in the yard: Playing it safe. 
 
386. McManus, P.S., Stockwell, V.O., Sundin, G.W., Jones, A.L., 2002. Antibiotic use in plant 
agriculture. Annual Review of Phytopathology 40:443-465. 
 
387. Medina, M.S., Tudela, J.A., Marín, A., Allende, A., Gil, M.I., 2012. Short postharvest storage 
under low relative humidity improves quality and shelf life of minimally processed baby 
spinach (Spinacia oleracea L.). Postharvest Biology and Technology 67, 1-9. 
 
388. Meehl, G.A., Stocker, T.F., Collings, W.D., Friedlingstein, P., Gaye, A.T., Gregory, J.M., Kitoh, 
A., Knutti, R., Murphy, J.M., Noda, A., 2007. Global Climate Projections. In Climate Change 
2007: The physical science basis, pp. 996. Eds Solomon, S., Qin, D., Manning, M., Chen, M. 
Marquis, K.B. Averyt, Tignor, M., Miller, H.L. Cambridge, United Kingdom and New York, NY, 
USA: Cambridge University Press. 
 
389. Melloul, A. A., Hassani, L. & Rafouk, L., 2001. Salmonella contamination of vegetables 
irrigated with untreated wastewater. World Journal of Microbiology & Biotechnology 17, 
207-209. 
 
390. Mena, K.,D. 2006. Produce Quality and Foodborne Disease: Assessing Water's Role. p. 95-
114. In James, J., (ed.), Microbial Hazard Identification in Fresh Fruit and Vegetables John 
Wiley & Sons. 
 
391. Menzel, L., Matovelle, A., 2010. Current state and future development of blue water 
availability and blue water demand: A view at seven case studies. Journal of Hydrology, 
384(3-4), 245-263. 
 
392. Milillo, S.R., Badamo, J.M., Boor, K.J., Wiedmann, M., 2008. Growth and persistence of 
Listeria monocytogenes isolates on the plant model Arabidopsis thaliana. Food Microbiology 
25, 698-704. 
 
393. Miraglia, M., Marvin, H.J.P., Kleter, G.A., Battilani, P., Brera, C., Coni, E., Cubadda, F., Croci, 
L., De Santis, B., Dekkers, S., Filippi, L., Huties, R.W., Noordam, M.Y., Pisante, M., Piva, G., 








safety: An emerging issue with special focus on Europe. Food and Chemical Toxicology 47, 
1009-1021. 
 
394. Monaghan, J., Hutchison, M., 2010. Factsheet 13/10: Monitoring microbial food safety of 
fresh produce. Agricultural and Horticulture Development Board. 
http://www.food.gov.uk/multimedia/pdfs/microbial.pdf 
 
395. Mootian, G., Wu, W.-H., Matthews, K.R., 2009. Transfer of Escherichia coli O157:H7 from 
Soil, Water, and Manure Contaminated with Low Numbers of the Pathogen to Lettuce 
Plants. Journal of Food Protection 72(11), 2308-2312. 
 
396. Morris, C.E., Monier, J.M., 2003. The ecological significance of biofilm formation by plant-
associated bacteria. Annual Review of Phytopathology 41, 429-453. 
 
397. Mossel, D.A.A., 1978. Index and indicator organisms. Current assessment of their usefulness 
and signficance. Food Technology in Australia 30, 212-219. 
 
398. Mossel, D.A.A., 1982. Marker (index and indicator) organisms in food and drinking water. 
Semantics, ecology, taxonomy and enumeration. Antonie Van Leeuwenhoek Journal of 
Microbiology 48, 609-611. 
 
399. Mota, A., Mena, K.D., Soto-Beltran, M., Tarwater, P.M., Chaidez, C., 2009. Risk assessment 
of cryptosporidium and giardia in water irrigating fresh produce in Mexico. Journal of Food 
Protection 72, 2184-2188. 
 
400. Moyne, A.-l., Sudarshana, M.R., Blessington, T., Koike, S.T., Cahn, M.D., Harris, L.J., 2011. 
Fate of Escherichia coli O157:H7 in field-inoculated lettuce. Food Microbiology 28, 1417-
1425. 
 
401. Muirhead, R.W., Davies-Colley, R.J., Donnison, A.M. & Nagels, J.W., 2004. Faecal bacteria 









402. Mukherjee, A., Speh, D., Dyck, E., Diez-Gonzalez, F., 2004. Preharvest evaluation of 
coliforms, Escherichia coli, Salmonella, and Escherichia coli O157:H7 in organic and 
conventional produce grown by Minnesota farmers. Journal of Food Protection 67:894-900. 
 
403. Mukherjee, A., Speh, D., Jones, A.T., Buesing, K.M., Diez-Gonzalez, F., 2006. Longitudinal 
microbiological survey of fresh produce grown by farmers in the upper midwest. Journal of 
Food Protection, 69(8), 1928-1936. 
 
404. Mukherjee, A., Speh, D., Diez-Gonzalez, F., 2007. Association of farm management practices 
with risk of Escherichia coli contamination in pre-harvest produce grown in Minnesota and 
Wisconsin. International Journal of Food Microbiology 120, 296-302. 
 
405. Murphy, M., Buckley, J.F., Whyte, P., O'Mahony, M., Anderson, W., Wall, P.G., Fanning, S., 
2007. Surveillance of dairy production holdings supplying raw milk to the farmhouse cheese 
sector for Escherichia coli O157, O26 and O111. Zoonoses and Public Health 54, 358-365. 
 
406. Naimi, T.S., Wicklund, J.H., Olsen, S.J., Krause, G., Wells, J.G., Bartkus, J.M., Boxrud, D.J., 
Sullivan, M., Kassenborg, H., Besser, J.M., Mintz, E.D., Osterholm, M.T., Hedberg, C.W., 
2003. Concurrent outbreaks of Shigella sonnei and enterotoxigenic Escherichia coli 
infections associated with parsley: Implications for surveillance and control of foodborne 
illness. Journal of Food Protection 66, 535-541. 
 
407. Naumova, E.N., Jagai, J.S., Matyas, B., DeMaria, A., Jr., MacNeill, I.B., Griffiths, J.K., 2007. 
Seasonality in six enterically transmitted diseases and ambient temperature. Epidemiology 
and Infection 135, 281-292. 
 
408. Ndiongue, S., Huck, P.M., Slawson, R.M., 2005. Effects of temperature and biodegradable 
organic matter on control of biofilms by free chlorine in a model drinking water distribution 
system. Water Research 39, 953-964. 
 
409. Nicholson, F.A., Groves, S.J., Chambers, B.J., 2005. Pathogen survival during livestock 









410. Nielsen, E.M., Skov, M.N., Madsen, J.J., Lodal, J., Jespersen, J.B., Baggesen, D.L., 2004. 
Verocytotoxin-producing Escherichia coli in wild birds and rodents in close proximity to 
farms. Applied and Environmental Microbiology 70, 6944-6947. 
 
411. Nollet, N., Houf, K., Dewulf, J., Catry, B., De Zutter, L., De Kruif, A., Maes, D., 2006. Variability 
in antimicrobial resistance among Salmonella enterica strains from. Microbial Drug 
Resistance 12, 74-81. 
 
412. Norton-Brandão, D., Scherrenberg, S.M., van Lier, J.B., 2013. Reclamation of used urban 
waters for irrigation purposes – A review of treatment technologies. Journal of 
Environmental Management 122, 85-98. 
 
413. Ntahimpera, N., Wilson, L.L., Ellis, M.A., Madden, L.V., 1999. Comparison of rain effects on 
splash dispersal of three Colletotrichum species infecting strawberry. Phytopathology 89, 
555-563. 
 
414. Nygard, K., Lassen, J., Vold, L., Andersson, Y., Fisher, I., Löfdahl, S., Threlfall, J., Luzzi, I., 
Peters, T., Hampton, M., Torpdahl, M., Kapperud, G., Aavitsland, P., 2008. Outbreak of 
Salmonella Thompson infections linked to imported rucola lettuce. Foodborne Pathogens 
and Disease 5, 165-173. 
 
415. Nygard, K., Andersson, Y., Lindkvist, P., Ancker, C., Asteberg, I., Dannetun, E., Eitrem, R., 
Hellstrom, L., Insulander, M., Skedebrant, L., Stenqvist, K., Giesecke, J.G., 2001. Imported 
rocket salad partly responsible for increased incidence of hepatitis A cases in Sweden, 2000-
2001. Euro Surveill 6, 151-153. 
 
416. Nygård, K., Lassen, J., Vold, L. & Aavitsland, P., 2004. E-alert: outbreak of Salmonella 
Thompson infections caused by contaminated ruccola (rocket) salad. Eurosurveillance 8:48. 
 
417. Nygard, K., Lassen, J., Vold, L., Andersson, Y., Fisher, I., Lofdahl, S., Threlfall, J., Luzzi, I., 
Peters, T., Hampton, M., Torpdahl, M., Kapperud, G., Aavitsland, P., 2008. Outbreak of 
Salmonella Thompson infections linked to imported rucola lettuce. Foodborne Pathogens 









418. Okafo, C.N., Umoh, V.J., Galadima, M., 2003. Occurrence of pathogens on vegetables 
harvested from soils irrigated with contaminated streams. The Science of The Total 
Environment 311, 49-56. 
 
419. Olaimat, A.N., Holley, R.A., 2012. Factors influencing the microbial safety of fresh produce: A 
review. Food Microbiology 32, 1-19. 
 
420. Oliveira, M., Usall, J., Vinas, I., Anguera, M., Gatius, F., Abadias, M., 2010. Microbiological 
quality of fresh lettuce from organic and conventional production. Food Microbiology 27, 
679-684. 
 
421. Oliveira, M., Usall, J., Vinas, I., Solsona, C., Abadias, M., 2011. Transfer of Listeria innocua 
from contaminated compost and irrigation water to lettuce leaves. Food Microbiology 28, 
590-596. 
 
422. Oliveira, M., Vinas, I., Usall, J., Anguera, M., Abadias, M., 2012. Presence and survival of 
Escherichia coli O157:H7 on lettuce leaves and in soil treated with contaminated compost 
and irrigation water. International Journal of Food Microbiology 156, 133-140. 
 
423. Olmez, H., Kretzschmar, U., 2009. Potential alternative disinfection methods for organic 
fresh-cut industry for minimizing water consumption and environmental impact. Lwt-Food 
Science and Technology 42, 686-693. 
 
424. Oogane, F., Hirata, A., Funatogawa, K., Kobayashi, K., Sato, T., Kimura, H., 2008. Food 
poisoning outbreak caused by norovirus GII/4 in school lunch, Tochigi Prefecture, Japan. 
Japanese Journal of Infectious Diseases, 61, 423-424. 
 
425. Oporto, B., Esteban, J.I., Aduriz, G., Juste, R.A., Hurtado, A., 2008. Escherichia coli O157 : H7 
and non-O157 Shiga toxin-producing E. coli in healthy cattle, sheep and swine herds in 
northern Spain. Zoonoses and Public Health 55, 73-81. 
 
426. Oron, G., Demalach, Y., Hoffman, Z., Manor, Y., 1992. Effect of effluent quality and 
application method on agricultural productivity and environmental control. Water Science 









427. Osterblad M, Pensala O, Peterzens M, Heleniuse H, Huovinen P. 1999. Antimicrobial 
susceptibility of Enterobacteriaceae isolated from vegetables. Journal of Antimicrobial 
Chemotherapy 43:503-509. 
 
428. Ottoson, J.R., Nyberg, K., Lindqvist, R., Albihn, A., 2011. Quantitative Microbial Risk 
Assessment for Escherichia coli O157 on Lettuce, Based on Survival Data from Controlled 
Studies in a Climate Chamber. Journal of Food Protection 74, 2000-2007. 
 
429. Parish, E.S., Kodra, E., Steinhaeuser, K., Ganguly, A.R. 2012. Estimating future global per 
capita water availability based on changes in climate and population. Computers & 
Geosciences, 42, 79-86. 
 
430. Park, C.E., Sanders, G.W., 1992. Occurrence of thermotolerant Campylobacters in fresh 
vegetables sold at farmers outdoor markets and supermarkets. Canadian Journal of 
Microbiology 38, 313-316. 
 
431. Parker, J.K., McIntyre, D., Noble, R.T., 2010. Characterizing fecal contamination in 
stormwater runoff in coastal North Carolina, USA. Water Research 44, 4186-4194. 
 
432. Patz, J.A., Vavrus, S.J., Uejio, C.K., McLellan, S.L., 2008. Climate Change and Waterborne 
Disease Risk in the Great Lakes Region of the U.S. American Journal of Preventive Medicine 
35, 451-458. 
 
433. Pauwelyn, E., Vanhouteghem, K., Cottyn, B., De Vos, P., Maes, M., Bleyaert, P. & Hofte, M., 
2011. Epidemiology of Pseudomonas cichorii, the Cause of Lettuce Midrib Rot. Journal of 
Phytopathology 159, 298-305. 
 
434. Payment, P., Locas, A., 2011. Pathogens in Water: Value and Limits of Correlation with 
Microbial Indicators. Ground Water 49, 4-11. 
 
435. PCG, 2008. Studienamiddag: Bladgewassen op een tweesprong. Provinciaal Proefcentrum 
voor de Groenteteelt 
 
436. Pearce, M.C., Evans, J., McKendrick, I.J., Smith, A.W., Knight, H.I., Mellor, D.J., Woolhouse, 








serogroups O26, O103, O111, and O145 shed by cattle in Scotland. Applied and 
Environmental Microbiology 72, 653-659. 
 
437. Penner, J. E., Lister, D., Griggs, D. J., Dokken, D. J., McFarland, M., 1999. Aviation and the 
Global Atmosphere: A Special Report of the Intergovernmental Panel on Climate Change. 
UK: Cambridge University Press. 
 
438. Persoons, D., Dewulf, J., Smet, A., Herman, L., Heyndrickx, M., Martel, A., Catry, B., Butaye, 
P., Haesebrouck, F., 2010. Prevalence and Persistence of Antimicrobial Resistance in Broiler 
Indicator Bacteria. Microbial Drug Resistance 16:67-74. 
 
439. Persoons, D., Bollaerts, K., Smet, A., Herman, L., Heyndrickx, M., Martel, A., Butaye, P., 
Catry, B., Haesebrouck, F., Dewulf, J., 2011. The Importance of Sample Size in the 
Determination of a Flock-Level Antimicrobial Resistance Profile for Escherichia coli in 
Broilers. Microbial Drug Resistance 17:513-519. 
 
440. Persoons, D., Dewulf, J., Smet, A., Herman, L., Heyndrickx, M., Martel, A., Catry, B., Butaye, 
P., Haesebrouck, F., 2012. Antimicrobial use in Belgian broiler production. Preventive 
Veterinary Medicine 105:320-325. 
 
441. Pfleger, S., Benyr, G., Sommer, R., Hassl, A., 2003. Pattern of Salmonella excretion in 
amphibians and reptiles in a vivarium. International Journal of Hygiene and Environmental 
Health 206, 53-59. 
 
442. Phillips, C.A., 1996. Review: Modified atmosphere packaging and its effect on the microbial 
quality and safety of produce. International Journal of Food Science and Technology 31, 
463–479. 
 
443. Pielaat, A., Wijnands, L.M., Fitz-James, I., van Leusden, F.M., 2008. Survey analysis of 
microbial contamination of fresh produce and ready-to-eat mixed salads: RIVM. 
 
444. Pietravalle, S., van den Bosch, F., Welham, S.J., Parker, S.R., Lovell, D.J., 2001. Modelling of 
rain splash trajectories and prediction of rain splash height. Agricultural and Forest 









445. Pirovani, M., A. Piagentini, D. Güemes, Arkwright, S., 2004. Reduction of chlorine 
concentration and microbial load during washing-disinfection of shredded lettuce. 
International Journal of Food Science & Technology 39, 314-347. 
 
446. POM, 2007. Eindrapport duurzaam waterbeheer in de Westhoek en de regio Roeselare-Tielt. 
 
447. Posse, B., De Zutter, L., Heyndrickx, M., Herman, L., 2008. Novel differential and 
confirmation plating media for Shiga toxin-producing Escherichia coli serotypes O26, O103, 
O111, O145 and sorbitol-positive and -negative O157. Fems Microbiology Letters 282, 124-
131. 
 
448. Pravinkumar, S. J., Edwards, G., Lindsay, D., Redmond, S., Stirling, J., House, R., Kerr, J., 
Anderson, E., Breen, D., Blatchford, O., McDonald, E., Brown, A., 2010. A cluster of 
Legionnaires' disease caused by Legionella longbeachae linked to potting compost in 
Scotland, 2008-2009. Eurosurveillance 15, 4-6. 
 
449. Prazak, A.M., Murano, E.A., Mercado, I., Acuff, G.R., 2002. Prevalence of Listeria 
monocytogenes during production and postharvest processing of cabbage. Journal of Food 
Protection 65, 1728-1734. 
 
450. Prendergast, D.M., Duggan, S.J., Gonzales-Barron, U., Fanning, S., Butler, F., Cormican, M., 
Duffy, G., 2009. Prevalence, numbers and characteristics of Salmonella spp. on Irish retail 
pork. International Journal of Food Microbiology 131, 233-239. 
 
451. Presi, P., Stark, K.D.C., Stephan, R., Breidenbach, E., Frey, J., Regula, G., 2009. Risk scoring for 
setting priorities in a monitoring of antimicrobial resistance in meat and meat products. 
International Journal of Food Microbiology 130:94-100. 
 
452. Prudham, S., 2004. Poisoning the well: neoliberalism and the contamination of municipal 
water in Walkerton, Ontario. Geoforum 35, 343-359. 
 
453. Quiroz-Santiago, C., Rodas-Suarez, O.R., Vazquez, C.R., Fernandez, F.J., Quinones-Ramirez, E. 
I., Vazquez-Salinas, C., 2009. Prevalence of Salmonella in Vegetables from Mexico. Journal of 









454. Ragaert, P., Verbeke, W., Devlieghere, F., Debevere, J., 2004. Consumer perception and 
choice of minimally processed vegetables and packaged fruits. Food Quality and Preference 
15, 259-270. 
 
455. Ragaert, P., Devlieghere, F., Debevere, J., 2007. Role of microbiological and physiological 
spoilage mechanisms during storage of minimally processed vegetables. Postharvest Biology 
and Technology 44, 185-194. 
 
456. Ragaert, P., Jacxsens, J., Vandekinderen, I., Baert, L., Devlieghere, F. 2010. Microbiological 
and Safety Aspects of Fresh-Cut Fruits and Vegetables. In Belloso, O.M., Fortuny, R.S. (eds.), 
Advances in fresh-cut fruits and vegetables processing. Taylor & Francis Inc. 
 
457. Rechenburg, A., Koch, C., Classen, T., Kistemann, T., 2006. Impact of sewage treatment 
plants and combined sewer overflow basins on the microbiological quality of surface water. 
Water Science and Technology 54, 95-99. 
 
458. Rediers, H., Claes, M., Peeters, L., Willems, K.A., 2009. Evaluation of the cold chain of fresh-
cut endive from farmer to plate. Postharvest Biology and Technology 51, 257-262. 
 
459. Reid, D.C., Edwards, A.C., Cooper, D., Wilson, E., McGaw, B.A., 2003. The quality of drinking 
water from private water supplies in Aberdeenshire, UK. Water Research 37, 245-254. 
 
460. Reingold, A.L., 1998. Outbreak investigations - A perspective. Emerging Infectious Diseases, 
4(1):21-7. 
 
461. Rhodes, M.W., Kator, H., 1988. Survival of Escherichia coli and Salmonella spp. in estuarine 
environments. Applied and Environmental Microbiology 54, 2902-2907. 
 
462. Richards, G.P., Watson, M.A., Kingsley, D.H. 2004. A SYBR green, real-time RT-PCR method 
to detect and quantitate Norwalk virus in stools. Journal of Virological Methods, 116, 63-70. 
 
463. Richardson, H.Y., Nichols, G., Lane, C., Lake, I.R., Hunter, P.R., 2009. Microbiological 
surveillance of private water supplies in England - The impact of environmental and climate 









464. Rico, D., Martín-Diana, A.B., Barat, J.M., Barry-Ryan, C., 2007. Extending and measuring the 
quality of fresh-cut fruit and vegetables: a review. Trends in Food Science & Technology, 
18(7), 373-386. 
 
465. Rodgers, S.L., Cash, J.N., Siddiq, M., Ryser, E.T., 2004. A comparison of different chemical 
sanitizers for inactivating Escherichia coli O157:H7 and Listeria monocytogenes in solution 
and on apples, lettuce, strawberries, and cantaloupe. Journal of Food Protection 67, 721-
731. 
 
466. Rodriguez, F.P., Campos, D., Ryser, E.T., Buchholz, A.L., Posada-Izquierdo, G.D., Marks, B.P., 
Zurera, G., Todd, E., 2011. A mathematical risk model for Escherichia coli O157:H7 cross-
contamination of lettuce during processing. Food Microbiology 28, 694-701. 
 
467. Rojas-Graü, M.A., Garner, E., Martín-Belloso, O., 2011. The Fresh-Cut Fruit and Vegetables 
Industry Current Situation and Market Trends, in: Martín-Belloso, O., Soliva-Fortuny, R. 
(Eds.), Advances in Fresh-Cut Fruits and Vegetables Processing. CRC Press Taylor and Francis 
Group, p. 424. 
 
468. Roll, B.M., Fujioka, R.S., 1997. Sources of faecal indicator bacteria in a brackish, tropical 
stream and their impact on recreational water quality. Water Science and Technology 
35(11-12), 179-186. 
 
469. Romanova, N.A., Gawande, P.V., Brovko, L.Y., Griffiths, M.W., 2007. Rapid methods to assess 
sanitizing efficacy of benzalkonium chloride to Listeria monocytogenes biofilms. Journal of 
Microbiological Methods 71, 231-237. 
 
470. Rose, J.B., Epstein, P.R., Lipp, E.K., Sherman, B.H., Bernard, S.M., Patz, J.A., 2001. Climate 
variability and change in the United States: Potential impacts on water- and foodborne 
diseases caused by microbiologic agents. Environmental Health Perspectives 109, 211-221. 
 
471. Rovira, J., Cencic, A., Santos, E., Jakobsen, M., 2006. Biological hazards, in: Luning, P.A., 










472. Royal Decision Spanish, 1620/2007: Royal Decree where is regulated the legal regime for 
reuse of purified waste waters. Available at: 
http://www.boe.es/boe/dias/2007/12/08/pdfs/A50639-50661.pdf 
 
473. Ruimy, R., Brisabois, A., Bernede, C., Skurnik, D., Barnat, S., Arlet, G., Momcilovic, S., Elbaz, 
S., Moury, F., Vibet, M.A., Courvalin, P., Guillemot, D., Andremont, A., 2010. Organic and 
conventional fruits and vegetables contain equivalent counts of Gram-negative bacteria 
expressing resistance to antibacterial agents. Environmental Microbiology 12:608-615. 
 
474. Sadiq, R., Rodriguez, M.J., 2004. Disinfection by-products (DBPs) in drinking water and 
predictive models for their occurrence: a review. Science of the Total Environment, 321, 21-
46. 
 
475. Saenz, Y., Zarazaga, M., Brinas, L., Lantero, M., Ruiz-Larrea, F., Torres, C., 2001. Antibiotic 
resistance in Escherichia coli isolates obtained from animals, foods and humans in Spain. 
International Journal of Antimicrobial Agents 18, 353-358. 
 
476. Saltveit, M.E., 1999. Effect of ethylene on quality of fresh fruits and vegetables. Postharvest 
Biology and Technology 15, 279-292. 
 
477. Salyers, A.A., Gupta, A., Wang, Y.P., 2004. Human intestinal bacteria as reservoirs for 
antibiotic resistance genes. Trends in Microbiology 12, 412-416. 
 
478. Sampers, I., L. Jacxsens, P.A. Luning, W.J. Marcelis, A. Dumoulin, Uyttendaele, M., 2010. 
Performance of Food Safety Management Systems in Poultry Meat Preparation Processing 
Plants in Relation to Campylobacter spp. Contamination. Journal of Food Protection 
73:1447-1457(11). 
 
479. Sandhya, 2010. Current status and future needs. Lwt-Food Science and Technology 43, 381-
392. 
 
480. Santamaria, J., Toranzos, G.A., 2003. Enteric pathogens and soil: a short review. 









481. Santos, M.I., Cavaco, A., Gouveia, J., Novais, M.R., Nogueira, P.J., Pedroso, L., Ferreira, 
M.A.S.S., 2012. Evaluation of minimally processed salads commercialized in Portugal. Food 
Control 23, 275–281. 
 
482. Sapers, G.M., 2003. Washing and Sanitizing Raw Materials for Minimally Processed Fruit and 
Vegetable Products, in: Novak, J.S., Sapers, G.M., Juneja, V.K. (Eds.), Microbial Safety of 
Minimally Processed Foods. CRC Press, Boca Raton, London, New York, Washington, DC, pp. 
221–253. 
 
483. Savichtcheva, O., Okabe, S., 2006. Alternative indicators of fecal pollution: Relations with 
pathogens and conventional indicators, current methodologies for direct pathogen 
monitoring and future application perspectives. Water Research 40, 2463-2476. 
 
484. Savill, M.G., Hudson, J.A., Ball, A., Klena, J.D., Scholes, P., Whyte, R.J., McCormick, R.E., 
Jankovic, D., 2001. Enumeration of Campylobacter in New Zealand recreational and drinking 
waters. Journal of Applied Microbiology 91, 38-46. 
 
485. Sazakli, E., Alexopoulos, A., Leotsinidis, M., 2007. Rainwater harvesting, quality assessment 
and utilization in Kefalonia Island, Greece. Water Research 41, 2039-2047. 
 
486. SCF. 2002. Risk profile on the microbiological contamination of fruits and vegetables eaten 
raw. European commission health & consumer protection directorate-general. Report of the 
scientific committee on food. [on line] http://ec.europa.eu/food/fs/sc/scf/out125_en.pdf. 
 
487. Scharlach, M., Diercke, M., Dreesman, J., Jahn, N., Krieck, M., Beyrer, K., Claussen, K., Pulz, 
M., Floride, R., 2013. Epidemiological analysis of a cluster within the outbreak of Shiga toxin-
producing Escherichia coli serotype O104:H4 in Northern Germany, 2011. International 
Journal of Hygiene and Environmental Health 216, 341-345. 
 
488. Schets, F.M., During, M., Italiaander, R., Heijnen, L., Rutjes, S.A., van der Zwaluw, W.K., de 
Roda Husman, A.M., 2005. Escherichia coli O157:H7 in drinking water from private water 








489. Schets, F.M., Italiaander, R., van den Berg, H.H., de Roda Husman, A.M., 2010. Rainwater 
harvesting: quality assessment and utilization in the Netherlands. Journal of Water and 
Health 8, 224-235. 
 
490. Schilling, K.E., Zhang, Y.K., Hill, D.R., Jones, C.S., Wolter, C.F., 2009. Temporal variations of 
Escherichia coli concentrations in a large Midwestern river. Journal of Hydrology 365, 79-85. 
 
491. Schwaiger, K., Helmke, K., Holzel, C.S., Bauer, J., 2011. Antibiotic resistance in bacteria 
isolated from vegetables with regards to the marketing stage (farm vs. supermarket). 
International Journal of Food Microbiology 148:191-196. 
 
492.  Scientific Institute of Public Health, 2004. The Belgian Food Consumption Survey by Cox B, 
Debacker N, De Vriese S, Drieskens S, Huybrechts I, Moreau M, Temme L, Van Oyen H. Unit 
of Epidemiology, Scientific Institute of Public Health, Brussels, Belgium.  https://www.wiv-
isp.be/Nutria/NUTRIA.htm 
 
493. Selma, M.V., Allende, A., López-Gálvez, F., Conesa, M.A., Gil, M.I., 2008. Disinfection 
potential of ozone, ultraviolet-C and their combination in wash water for the fresh-cut 
vegetable industry. Food Microbiology 25(6), 809-814. 
 
494. Semenov, A.V., van Bruggen, A.H.C., van Overbeek, L., Termorshuizen, A.J., Semenov, A.M., 
2007. Influence of temperature fluctuations on Escherichia coli O157:H7 and Salmonella 
enterica serovar Typhimurium in cow manure. Fems Microbiology Ecology 60, 419-428. 
 
495. Semenza, J.C., Menne, B., 2009. Climate change and infectious diseases in Europe. Lancet 
Infectious Diseases 9, 365-375. 
 
496. Sengelov, G., Agerso, Y., Halling-Sorensen, B., Baloda, S.B., Andersen, J.S., Jensen, L.B., 2003. 
Bacterial antibiotic resistance levels in Danish farmland as a result of treatment with pig 
manure slurry. Environment International 28:587-595. 
 
497. Seo, K.H., Frank, J.F., 1999. Attachment of Escherichia coli O157:H7 to lettuce leaf surface 
and bacterial viability in response to chlorine treatment as demonstrated by using confocal 









498. Seurinck, S., Verstraete, W., Siciliano, S., 2005. Microbial Source Tracking for Identification 
of Fecal Pollution. Reviews in Environmental Science and Biotechnology 4, 19-37. 
 
499. Seymour, I.J., Appleton, H. 2001. Foodborne viruses and fresh produce. Journal of Applied 
Microbiology, 91, 759-773. 
 
500. Seynnaeve, M., 2009. Microbiologisch veilig water in de tuinbouwsector, een haalbare kaart. 
ProeftuinNieuws 10, 36-37. 
 
501. Shaw, R.K., Berger, C.N., Feys, B., Knutton, S., Pallen, M.J., Frankel, G., 2008. 
Enterohemorrhagic Escherichia coli exploits EspA filaments for attachment to salad leaves. 
Applied Environmental Microbiology, 74(9), 2908-2914. 
 
502. Shehane, S.D., Harwood, V.J., Whitlock, J.E., Rose, J.B., 2005. The influence of rainfall on the 
incidence of microbial faecal indicators and the dominant sources of faecal pollution in a 
Florida river. Journal of Applied Microbiology 98, 1127-1136. 
 
503. Shoemaker, N.B., Vlamakis, H., Hayes, K., Salyers, A.A., 2001. Evidence for extensive 
resistance gene transfer among Bacteroides spp. and among Bacteroides and other genera 
in the human colon. Applied and Environmental Microbiology 67, 561-568. 
, 
504. Singh, R.B.K., Hales, S., de Wet, N., Raj, R., Hearnden, M., Weinstein, P., 2001. The influence 
of climate variation and change on diarrheal disease in the Pacific Islands. Environmental 
Health Perspectives 109, 155-159. 
 
505. Sivapalasingam, S., Friedman, C.R., Cohen, L., Tauxe, R.V., 2004. Fresh produce: a growing 
cause of outbreaks of foodborne illness in the United States, 1973 through 1997. Journal of 
Food Protection 67, 2342-2353. 
 
506. Slayton, R.B., Turabelidze, G., Bennett, S.D., Schwensohn, C.A., Yaffee, A.Q., Khan, F., Butler, 
C., Trees, E., Ayers, T.L., Davis, M.L., Laufer, A.S., Gladbach, S., Williams, I., Gieraltowski, L.B., 
2013. Outbreak of Shiga Toxin-Producing Escherichia coli (STEC) O157:H7 Associated with 








507. Sliva, L., Dudley Williams, D., 2001. Buffer Zone versus Whole Catchment Approaches to 
Studying Land Use Impact on River Water Quality. Water Research 35, 3462-3472. 
 
508. Soderstrom, A., Lindberg, A., Andersson, Y., 2005. EHEC O157 outbreak in Sweden from 
locally produced lettuce, August-September 2005. Euro Surveill 10 (38). 
 
509. Soderstrom, A., Osterberg, P., Lindqvist, A., Jonsson, B., Lindberg, A., Ulander, S.B., 
Welinder-Olsson, C., Lofdahl, S., Kaijser, B., De Jong, B., Kuhlmann-Berenzon, S., Boqvist, S., 
Eriksson, E., Szanto, E., Andersson, S., Allestam, G., Hedenstrom, I., Muller, L.L., Andersson, 
Y., 2008. A large Escherichia coli O157 outbreak in Sweden associated with locally produced 
lettuce. Foodborne Pathogens and Disease 5(3), 339-349. 
 
510. Soliva-Fortuny, R.C., Martin-Belloso, O., 2003. New advances in extending the shelf-life of 
fresh-cut fruits: a review. Trends in Food Science & Technology 14, 341-353 
 
511. Solomon, E.B., Yaron, S., Matthews, K.R., 2002. Transmission of Escherichia coli O157:H7 
from contaminated manure and irrigation water to lettuce plant tissue and its subsequent 
internalization. Applied and Environmental Microbiology 68, 397-400. 
 
512. Solomon, E.B., Pang, H.J., Matthews, K.R., 2003. Persistence of Escherichia coli O157 : H7 on 
lettuce plants following spray irrigation with contaminated water. Journal of Food 
Protection 66, 2198-2202. 
 
513. Song, I., Stine, S.W., Choi, C.Y., Gerba, C.P., 2006. Comparison of crop contamination by 
microorganisms during subsurface drip and furrow irrigation. Journal of Environmental 
Engineering-Asce 132, 1243-1248. 
 
514. Soon, J.M., Seaman, P., Baines, R.N., 2013. Escherichia coli O104:H4 outbreak from sprouted 
seeds. International Journal of Hygiene and Environmental Health 216, 346-354. 
 
515. Sorensen, T.L., Blom, M., Monnet, D.L., Frimodt-Moller, N., Poulsen, R.L., Espersen, F., 2001. 
Transient intestinal carriage after ingestion of antibiotic-resistant Enterococcus faecium 









516. Soriano, J.M., Rico, H., Moltó, J.C., Mañes, J., 2000. Assessment of the microbiological 
quality and wash treatments of lettuce served in University restaurants. International 
Journal of Food Microbiology 58, 123-128. 
 
517. Stafford, R.J., McCall, B.J., Neill, A.S., Leon, D.S., Dorricott, G.J., Towner, C.D., Micalizzi, G.R., 
2002. A statewide outbreak of Salmonella bovismorbificans phage type 32 infection in 
Queensland. Communicable Disease Intelligence 26, 568-573. 
 
518. Stals, A., Baert, L., Van Coillie, E., Uyttendaele, M., 2011.Evaluation of a norovirus detection 
methodology for soft red fruits . Food Microbiology 28, 52-58. 
 
519. Stanley, K., Jones, K., 2003. Cattle and sheep farms as reservoirs of Campylobacter. Journal 
of Applied Microbiology 94, 104S-113S. 
 
520. Steele, M., Odumeru, J., 2004. Irrigation water as source of foodborne pathogens on fruit 
and vegetables. Journal of Food Protection 67, 2839-2849. 
 
521. Stevens, M., Ashbolt, N., Cunliffe, D., 2003.Coliform review: recommendations to change 
the use of coliforms as microbial indicators of drinking water quality: Australian 
Government: National Health and Medical Research Council. 
 
522. Stine, S.W., I. Song, C.Y., Choi, Gerba, C.P., 2005. Application of microbial risk assessment to 
the development of standards for enteric pathogens in water used to irrigate fresh produce. 
Journal Food Protection 68, 913-918. 
 
523. Stockwell, V.O., Duffy, B., 2012. Use of antibiotics in plant agriculture. Revue Scientifique Et 
Technique-Office International Des Epizooties 31, 199-210. 
 
524. Storteboom, H.N., Kim, S.C., Doesken, K.C., Carlson, K.H., Davis, J.G., Pruden, A., 2007. 
Response of antibiotics and resistance genes to high-intensity and low-intensity manure 
management. Journal of Environmental Quality 36:1695-1703. 
 
525. Strawn, L.K., Schneider, K.R., Danyluk, M.D., 2011. Microbial Safety of Tropical Fruits. Critical 









526. Stumpf, C.H., Piehler, M.F., Thompson, S., Noble, R.T., 2010. Loading of fecal indicator 
bacteria in North Carolina tidal creek headwaters: Hydrographic patterns and terrestrial 
runoff relationships. Water Research 44, 4704-4715. 
 
527. Sugumar, G., Mariappan, S., 2003. Survival of Salmonella spp. in Freshwater and Seawater 
Microcosms Under Starvation. Asian Fisheries Science 16, 247-255. 
 
528. Surjadinata, B.B., Cisneros-Zevallos, L., 2003. Modeling wound-induced respiration of fresh-
cut carrots (Daucus carota L.). Journal of Food Science 68, 2735-2740. 
 
529. Suslow, T.V., Oria, M.P., Beuchat, L.R., Garrett, E.H., Parish, M.E., Harris, L.J., Farber, J.N., 
Busta, F.F., 2003. Production Practices as Risk Factors in Microbial Food Safety of Fresh and 
Fresh-Cut Produce. Comprehensive reviews in food science and food safety 2, 38-77. 
 
530. Szewzyk, U., Szewzyk, R., Manz, W., Schleifer, K.H., 2000. Microbiological safety of drinking 
water. Annual Review of Microbiology 54, 81–127. 
 
531. Takeuchi, K., Matute, C.M., Hassan, A.N., Frank, J.F., 2000. Comparison of the attachment of 
Escherichia coli O157:H7, Listeria monocytogenes, Salmonella typhimurium, and 
Pseudomonas fluorescens to lettuce leaves. Journal of Food Protection 63(10), 1433-1437. 
 
532. Takkinen, J., Nakari, U., Johansson, T., Niskanen, T., Siitonen, A., Kuusi, M., 2005. A 
nationwide outbreak of multiresistant Salmonella Typhimurium var Copenhagen DT104B 
infection in Finland due to contaminated lettuce from Spain. 
 
533. Tauxe, R., Kruse, H., Hedberg, C., Potter, M., Madden, J., Wachsmuth, K., 1997. Microbial 
hazards and emerging issues associated with produce. A preliminary report to the National 
Advisory Committee on Microbiologic Criteria for Foods. Journal of Food Protection 60, 
1400-1408. 
 
534. Theofel, C.G., Harris, L.J., 2009. Impact of Preinoculation Culture Conditions on the Behavior 
of Escherichia coli O157:H7 Inoculated onto Romaine Lettuce (Lactuca sativa) Plants and Cut 









535. Thomas, C., Hill, D., Mabey, M., 2002. Culturability, injury and morphological dynamics of 
thermophilic Campylobacter spp. within a laboratory-based aquatic model system. Journal 
of Applied Microbiology 92, 433-442. 
 
536. Thomas, C., O'Beirne, D., 2000. Evaluation of the impact of short-term temperature abuse 
on the microbiology and shelf life of a model ready-to-use vegetable combination product. 
International Journal of Food Microbiol 59, 47-57. 
 
537. Thurston-Enriquez, J.A., Gilley, J.E., Eghball, B., 2005. Microbial quality of runoff following 
land application of cattle manure and swine slurry. Journal of water and health 3, 157-171. 
 
538. Tirado, M.C., Clarke, R., Jaykus, L.A., McQuatters-Gollop, A., Franke, J.M., 2010. Climate 
change and food safety: A review. Food Research International 43. 
 
539. Tizard, I., 2004. Salmonellosis in wild birds. Seminars in Avian and Exotic Pet. Medicine 13, 
50-66. 
 
540. TNS Opinion & Social, 2010. Special Eurobarometer 354. Food-related risks: European Food 
Safety Authority. 
 
541. Tournas, V.H., 2005. Moulds and yeasts in fresh and minimally processed vegetables, and 
sprouts. International Journal of Food Microbiology 99, 71-77. 
 
542. Tomás-Callejas, A., López-Gálvez, F., Sbodio, A., Artés, F., Artés-Hernández, F., Suslow, T.V., 
2012. Chlorine dioxide and chlorine effectiveness to prevent Escherichia coli O157:H7 and 
Salmonella cross-contamination on fresh-cut Red Chard. Food Control 23, 325-332. 
 
543. Trenberth, K.E., Jones, P.D., Ambenje, P., Bojariu, R., Easterling, D., Tank, A.K., Parker, D., 
Rahimzadeh, F., Renwick, J.A., Rusticucci, M., Soden, B., Zhai, P., 2007. Observations: Surface 
and Atmospheric Climate Change, in: Solomon, S., Qin, D., Manning, M., Chen, Z., Marquis, 
M., Averyt, K.B., Tignor, M., Miller, H.L. (Eds.), Climate Change 2007: The Physical Science 










544. Trienekens, J., Zuurbieri, P., 2008. Quality and safety standards in the food industry, 
developments and challenges. International Journal of Production Economics 113, 107-122. 
 
545. Tsiodras, S., Kelesidis, T., Kelesidis, I., Bauchinger, U., Falagas, M.E., 2008. Human infections 
associated with wild birds. Journal of Infection 56, 83-98. 
 
546. Tzschoppe, M., Martin, A., Beutin, L., 2012. A rapid procedure for the detection and 
isolation of enterohaemorrhagic Escherichia coli (EHEC) serogroup O26, O103, O111, O118, 
O121, O145 and O157 strains and the aggregative EHEC O104:H4 strain from ready-to-eat 
vegetables. International Journal of Food Microbiology 152, 19-30. 
 
547. Ukuku, D.O., Sapers, G.M., 2007. Effect of time before storage and storage temperature on 
survival of Salmonella inoculated on fresh-cut melons. Food Microbiology 24, 288-295. 
 
548. UN, 2007. Safety and quality of fresh fruit and vegetables: a training manual for trainers, 
New York and Geneva. 
 
549. UNESCO, 2003. Water for People, Water for Life. United Nations World Water Development 
Report. Available at http://unesdoc.unesco.org/images/0012/001295/129556e.pdf. 
Accessed 30 October 2011. 
 
550. United Nations, 2013. United Nations Commodity Trade Statistics Database. 
http://comtrade.un.org/db/mr/rfGlossaryList.aspx 
 
551. Uyttendaele, M., Jacxsens, L., De Loy-Hendrickx, A., Devlieghere, F., Debevere, J., 2010. 
Microbiologische Richtwaarden & Wettelijke Microbiologische Criteria. Laboratorium voor 
Levensmiddelenmicrobiologie - en conservering (LFMFP-Ugent). 
 
552. Valentin-Bon, I., Jacobson, A., Monday, S.R., Feng, P.C.H., 2008. Microbiological quality of 
bagged cut spinach and lettuce mixes. Applied and Environmental Microbiology 74, 1240-
1242. 
 
553. Van Boxstael, S., Habib, I., Jacxsens, L., De Vocht, M., Baert, L., Van De Perre, E., Rajkovic, A., 








safety issues in fresh produce: Bacterial pathogens, viruses and pesticide residues indicated 
as major concerns by stakeholders in the fresh produce chain. Food Control 32, 190-197. 
 
554. van den Bogaard, A.E., Stobberingh, E.E., 1999. Antibiotic usage in animals - Impact on 
bacterial resistance and public health. Drugs 58:589-607. 
 
555. van den Bogaard, A.E., Stobberingh, E.E., 2000. Epidemiology of resistance to antibiotics - 
Links between animals and humans. International Journal of Antimicrobial Agents 14:327-
335. 
 
556. Van der Linden, I., Cottyn, B., Uyttendaele, M., Vlaemynck, G., Maes, M., Heyndrickx, M., 
2013. Long-term survival of Escherichia coli O157:H7 and Salmonella enterica on butterhead 
lettuce seeds, and their subsequent survival and growth on the seedlings. International 
Journal of Food Microbiology 161, 214-219. 
 
557. Van Haute, S., Sampers, I., Holvoet, K., Uyttendaele, M., 2013a. Physicochemical quality and 
chemical safety of chlorine as a reconditioning agent and wash water disinfectant for fresh-
cut lettuce washing. Applied Environmental Microbiology, 79(9), 2850-61. 
 
558. Van Haute, S., Sampers, I., Jacxsens, L., Uyttendaele, M., 2013b. Selection criteria for water 
disinfection techniques in agricultural practices. Critical Reviews in Food Science and 
Nutrition accepted. 
 
559. Varga, C., Rajic, A., McFall, M.E., Avery, B.P., Reid-Smith, R.J., Deckert, A., Checkley, S.L., 
McEwen, S.A., 2008. Antimicrobial resistance in generic Escherichia coli isolated from swine 
fecal samples in 90 Alberta finishing farms. Canadian Journal of Veterinary Research-Revue 
Canadienne De Recherche Veterinaire 72:175-180. 
 
560. Vega, E., Smith, J., Garland, J., Matos, A., Pillai, S.D., 2005. Variability of virus attachment 
patterns to butterhead lettuce. Journal of Food Protection, 68, 2112-2117. 
 
561. Venglovsky, J., Martinez, J., Placha, I., 2006. Hygienic and ecological risks connected with 









562. Venglovsky, J., Sasakova, N., Placha, I., 2009. Pathogens and antibiotic residues in animal 
manures and hygienic and ecological risks related to subsequent land application. 
Bioresource Technology 100, 5386-5391. 
 
563. Verbeten, E., 1998. Irrigation in arid and semi-arid environments. IMAROM Working Paper 
Series no. 1. University of Amsterdam 
 
564. Vereen, E. Jr., Lowrance, R.R., Cole, D.J., Lipp, E.K., 2007. Distribution and ecology of 
Campylobacters in coastal plain streams (Georgia, United States of America). Applied and 
Environmental Microbiology 73, 1395-1403. 
 
565. Verhoeff-Bakkenes, L., Jansen, H., in 't Veld, P.H., Beumer, R.R., Zwietering, M.H., van 
Leusden, F.M., 2011. Consumption of raw vegetables and fruits: A risk factor for 
Campylobacter infections. International Journal of Food Microbiology 144, 406-412. 
 
566. Verraes, C., Van Boxstael, S., Van Meervenne, E., van Coillie, E., Butaye, P., Catry, B., de 
Schaetzen, M.-A., Van Huffel, X., Imberechts, H., Dierick, K., Daube, G., Saegerman, C., De 
Block, J., Dewulf, J., Herman, L., 2013. Antimicrobial resistance in the food chain: a review. 
International Journal of Environmental Research and Public Health 10, 2643-2669. 
 
567. Vidal, L., Ares, G., Giménez, A., 2013. Projective techniques to uncover consumer 
perception: Application of three methodologies to ready-to-eat salads. Food Quality and 
Preference 28, 1-7. 
 
568. VLAM, 2012. Op lange termijn zit het groente- en fruitverbruik in de lift. Vlaams Centrum 
voor Agro- en Visserijmarketing vzw. 
 
569. VMM, 2005. Water elke druppel telt. Aardappel-, fruit- en groenteverwerkende industrie. 
http://www.vlaanderen.be/nl/publicaties/detail/water-elke-druppel-telt-aardappel-fruit-en-
groenteverwerkende-industrie 
570. VMM, 2007. MIRA-T, Flanders Environmental Report. 
 
571. VMM, 2012. Flanders Environment Report: MIRA Indicator Report 2012. 
 









573. Wachtel, M.R., Charkowski, A.O., 2002. Cross-contamination of lettuce with Escherichia coli 
O157 : H7. Journal of Food Protection, 65(3), 465-470. 
 
574. Wachtel, M.R., McEvoy, J.L., Luo, Y., Williams-Campbell, A.M., Solomon, M.B., 2003. Cross-
contamination of lettuce (Lactuca sativa L.) with Escherichia coli O157:H7 via contaminated 
ground beef. Journal of Food Protection 66, 1176-1183. 
 
575. Waldenstrom, J., Broman, T., Carlsson, I., Hasselquist, D., Achterberg, R.P., Wagenaar, J.A., 
Olsen, B., 2002. Prevalence of Campylobacter jejuni, Campylobacter lari, and Campylobacter 
coli in different ecological guilds and taxa of migrating birds. Applied and Environmental 
Microbiology 68, 5911-5917. 
 
576. Wang, H., McEntire, J.C., Zhang, L., Li, X., Doyle, M., 2012. The transfer of antibiotic 
resistance from food to humans: facts, implications and future directions. Revue Scientifique 
Et Technique-Office International Des Epizooties 31:249-260. 
 
577. Warriner, K., Huber, A., Namvar, A., Fan, W., Dunfield, K. & Steve, L.T., 2009. Chapter 4 
Recent Advances in the Microbial Safety of Fresh Fruits and Vegetables. In Advances in Food 
and Nutrition Research, pp. 155-208: Academic Press. 
 
578. Warriner, K., Namvar, A., 2010. The tricks learnt by human enteric pathogens from 
phytopathogens to persist within the plant environment. Current Opinion in Biotechnology 
21, 131-136. 
 
579. Watada, A.E., Ko, N.P., Minott, D.A., 1996. Factors affecting quality of fresh-cut horticultural 
products. Postharvest Biology and Technology 9, 115-125. 
 
580. Watada, A.E., Qi, L., 1999. Quality of fresh-cut produce. Postharvest Biology and Technology 
15, 201-205. 
 
581. Watanabe, Y., Ozasa, K., Mermin, J.H., Griffin, P.M., Masuda, K., Imashuku, S., Sawada, T., 
1999. Factory outbreak of Escherichia coli O157 : H7 infection in Japan. Emerging Infectious 









582. WBCSD, 2005. Facts and Trends, water. World Business Council for Sustainable 
Development. Available at 
http://www.unwater.org/downloads/Water_facts_and_trends.pdf. Accessed 20 Oktober 
2011. 
 
583. Wei, J., Jin, Y., Sims, T., Kniel, K.E., 2010. Manure- and Biosolids-Resident Murine Norovirus 1 
Attachment to and Internalization by Romaine Lettuce. Applied and Environmental 
Microbiology 76, 578-583. 
 
584. Wendel, A.M., Johnson, D.H., Sharapov, U., Grant, J., Archer, J.R., Monson, T., Koschmann, 
C., Davis, J.P., 2009. Multistate outbreak of Escherichia coli O157:H7 infection associated 
with consumption of packaged spinach, August-September 2006: the Wisconsin 
investigation. Clinical Infectious Disease 48, 1079-1086. 
 
585. WHO, 2002. The World Health Report 2002: Reducing Risks, Promoting Healthy Life. 
 
586. WHO, 2003. Diet, nutrition and the prevention of chronic diseases. Geneva: World Health 
Organization. 
 
587. WHO, 2006. WHO guidelines for the safe use of wastewater, excreta and grey water. 
Wastewater use in agriculture. World Health Organization, Geneva, Switzerland. 
 
588. WHO, 2008. Microbiological Risk Assessment Series. Microbiological hazards in fresh fruits 
and vegetables. www.fao.org/ag/AGN/agns/files/FFV_2007. 
 
589. Wilby, R.L., Hedger, M., Orr, H., 2005. Climate change impacts and adaptation: A science 
agenda for the Environment Agency of England and Wales. Weather 60, 206–211. 
 
590. Williams, A.P., Avery, L.M., Killham, K., Jones, D.L., 2005. Persistence of Escherichia coli O157 
on farm surfaces under different environmental conditions. Journal of Applied Microbiology 
98, 1075-1083. 
 
591. Wilkes, G., Edge, T., Gannon, V., Jokinen, C., Lyautey, E., Medeiros, D., Neumann, N., 








pathogenic bacteria, Cryptosporidium oocysts, Giardia cysts, and hydrological indices for 
surface waters within an agricultural landscape. Water Research 43, 2209-2223. 
 
592. Wobus, C.E., Karst, S.M., Thackray, L.B., Chang, K.O., Sosnovtsev, S.V., Belliot, G., Krug, A., 
Mackenzie, J.M., Green, K.Y., Virgin, H.W., 2004. Replication of Norovirus in cell culture 
reveals a tropism for dendritic cells and macrophages. Plos Biology, 2, 2076-2084. 
 
593. Wood, J.D., Bezanson, G.S., Gordon, R.J., Jamieson, R., 2010. Population dynamics of 
Escherichia coli inoculated by irrigation into the phyllosphere of spinach grown under 
commercial production conditions. International Journal of Food Microbiology 143, 198-204. 
 
594. Wooldridge M., 2012. Evidence for the circulation of antimicrobial-resistant strains and 
genes in nature and especially between humans and animals. Revue Scientifique Et 
Technique-Office International Des Epizooties 31, 231-247. 
 
595. Wu, J. Y., Rees, P., Storrer, S., Alderisio, K., Dorner, S. 2009. Fate and transport modelling of 
potential pathogens: the contribution from sediments. Journal of the American Water 
Resources Association 45, 35-44. 
 
596. Yates, M.V., 2007. Classical indicators in the 21st century - Far and beyond the coliform. 
Water Environment Research 79, 279-286. 
 
597. Yaun, B.R., Sumner, S.S., Eifert, J.D., Marcy, J.E., 2003. Response of Salmonella and 
Escherichia coli O157:H7 to UV energy. Journal of Food Protection 66, 1071-1073. 
 
598. Yaziz, M.I., Gunting, H., Sapari, N., Ghazali, A.W., 1989. Variations in rainwater quality from 
roof catchments. Water Research 23, 761-765. 
 
599. Yildiz, F., 1994. Initial preparation, handling, and distribution of minimally processed 
refrigerated fruits and vegetables, in: Wiley, R.C. (Ed.), Minimally processed refrigerated 
fruits and vegetables. Chapman and Hall, New York, pp. 41–48.  
 
600. Yu, M., Nagurney, A., 2013. Competitive food supply chain networks with application to 









601. Zagory D.,Escherichia coli 1995. Principles and practice of modified atmosphere packaging of 
horticultural commodities. In: Farber J.M., Dodds K.L. (Eds). principles of modified-
atmosphere and sous-vide product packaging. Lancaster, PA: Technomic Publishing Co Inc. p 
175-204. 
 
602. Zhang, L., Lu, Z., Lu, F., Bie, X., 2006. Effect of [gamma] irradiation on quality-maintaining of 
fresh-cut lettuce. Food Control 17, 225-228. 
 
603. Zhang, G.D., Ma, L., Phelan, V.H., Doyle, M.P., 2009. Efficacy of Antimicrobial Agents in 
Lettuce Leaf Processing Water for Control of Escherichia coli O157:H7. Journal of Food 

























Kevin Holvoet, geboren op 5 maart 1985 te Kortrijk, studeerde af in 2007 als industrieel ingenieur 
biochemie aan de Hogeschool West-Vlaanderen en promoveerde twee jaar later tot Bio-ingenieur in 
de Cel- en Genbiotechnologie aan de Universiteit Gent. 
In oktober 2009 startte hij als doctoraatsbursaal binnen de Associatie UGent op het laboratorium 
voor Levensmiddelenmicrobiologie en –Conservering aan de Universiteit Gent in samenwerking met 
het laboratorium voor Voedingsmicrobiologie en –Biotechnologie aan de Hogeschool West-
Vlaanderen in Kortrijk onder het promotorschap van Prof. dr. ir Mieke Uyttendaele en Dr. Ing. Imca 
Sampers. Zijn onderzoeksproject kaderde in werkpakket 5: ‘Impact of water quality and water 
treatment systems on the safety of fresh produce (pre- and post-harvest)’ en 6: ‘Microbiological risk 
assessment: Risk assessments on microbiological food safety of fresh produce and derived food 
products’ van het EU FP7 Veg-i-Trade (Grant agreement no.: 244994).  
Hij is auteur en co-auteur van verschillende publicaties en nam actief deel aan (inter)nationale 
symposia en congressen. In zijn ambt als academiseringsassistent aan de Universiteit Gent campus 
Kortrijk begeleidde hij ook verschillende practica zoals labo van de micro-organismen, labo 
microbiële processen en Labo Recombinant DNA technologie. Verder begeleidde hij ook vijf 
thesisstudenten.  
Eveneens was hij betrokken bij een aantal lessen voor het ‘International Training Program in Food 
Safety, Quality Assurance and Risk Analysis’ georganiseerd door de laboratoria voor 
Levensmiddelenmicrobiologie en –Conservering. 
Hij werkte samen met industriële partners in dienstverleningsverband (o.a. een validatiestudie voor 







Kevin Holvoet, born in Kortrijk on March 5th 1985. After four years, he graduated in 2007 as 
Industrial Engineer Chemistry option Biochemistry at University College West Flanders. Two years 
later, he graduated as Master in Bio-engineering Cell en gen Technology at Ghent University. 
In October 2009, he started his PhD research at the Laboratory of Food Microbiology and Food 
Preservation, Ghent University in a collaboration with the Laboratory of Food Microbiology and –
Biotechnology, Ghent University Campus Kortrijk under the supervision of Prof. dr. ir Mieke 
Uyttendaele and Dr. ing. Imca Sampers. The research was part of the European FP7 Veg-i-trade 
project and was situated in Work package 5: Impact of water quality and water treatment systems on 
the safety of fresh produce (pre- and post-harvest) and 6: Microbiological risk assessment: Risk 
assessments on microbiological food safety of fresh produce (Grant agreement no.: 244994). 
During his Ph.D, he published as (co-)author in international journals, participated actively in national 
and international congresses and symposia and guided five students in their thesis. In his function as 
assistant at the Ghent University Campus Kortrijk, he was involved in several practical courses such 
as biology of the micro-organisms, microbial processes and recombinant DNA technology. He 
contributed to courses for the International Training Program in Food Safety, Quality Assurance and 
Risk analysis organized by the lab. 
He collaborated with industrial partners for internal and external services. As such, he was involved 






Publications in A1 peer-reviewed journals 
Holvoet, K., De Keuckelaere, A., Sampers I., Van Haute S., Stals, A., Uyttendaele, M. 2014. 
Quantitative study of cross-contamination with E. coli, E. coli O157, MS2 phage and murine norovirus 
in a simulated fresh-cut lettuce wash process. Food Control 37, 218-227.  
 
Holvoet, K., Sampers, I., Seynnaeve, M., Uyttendaele, M. Relationships among hygiene indicators and 
enteric pathogens in irrigation water, soil and lettuce and the impact of climatic conditions on 
contamination in the lettuce primary production. Accepted. International Journal of Food 
Microbiology. 10.1016/j.ijfoodmicro.2013.11.009 
 
Holvoet, K., Sampers, I., Callens, B., Dewulf, J., Uyttendaele, M., 2013. Moderate Prevalence of 
Antimicrobial resistance in E. coli isolated from lettuce, irrigation water and soil. Applied 
Environmental Microbiology. doi: 10.1128/AEM.01995-13. 
 
Van Bogaert, I., Holvoet, K., Roelants, S., Li, B., Lin, Y-C., Van de Peer, Y., Soetaert, W., 2013. The 
biosynthetic gene cluster for sophorolipids: a biotechnological interesting biosurfactant produced by 
Starmerella bombicola. Molecular Microbiology. 88(3):501-9. 
 
Van Haute, S., Sampers, I., Holvoet, K. & Uyttendaele, M., 2013. Physicochemical quality and 
chemical safety of chlorine as a reconditioning agent and wash water disinfectant for fresh-cut 
lettuce washing. Applied Environmental Microbiology 79, 2850-2861. 
 
Holvoet, K., Jacxsens, L., Sampers, I., Uyttendaele, M., 2012. Insight in prevalence and distribution of 
microbial contamination to evaluate water management in fresh produce processing industry. 
Journal of Food Protection 75, 4: 671–681. 
 
Delbeke, S., Ceuppens, S., Holvoet, K., Samuels, E., Uyttendaele, M. Comparison of multiplex real-
time PCR and culture media for detection of shiga toxon-producing Escherichia coli and Salmonella 
Thompson in lettuce, strawberries and basil. Submitted to Food Microbiology. 
 
Holvoet, K., Sampers, I., Jacxsens, L., Seynnaeve, M., Uyttendaele, M. Agricultural and Management 
Practices and Bacterial Contamination in Greenhouse versus Open Field Lettuce Production . Will be 








Papers in Journals (A4) 
 
Jacxsens L., Uyttendaele, M., Holvoet, K., Kirezieva, K., Luning, P., 2013. The impact of climate change 
and globalisation on the safety of fresh produce. International Food Hygiene, 23, 3. 
 
C3 Publications 
Holvoet, K., Sampers, I., Jacxsens, L., Uyttendaele, M., 2010. Horticultural assessment scheme in the 
fresh produce chain. Oral Presentation, 22nd International ICFMH Symposium FoodMicro2010: 
“Microbial behavior in the food chain”. 30 August - 3 September, Copenhagen, Denmark.  
Holvoet, K., Sampers, I., Jacxsens, L., Uyttendaele, M., 2010. Horticultural assessment scheme in the 
fresh produce chain. Poster Presentation, 15th Conference on Food Microbiology, 16 and 17 
September, Gent, Belgium. 
Holvoet, K., Jacxsens, L., Sampers, I., Uyttendaele, M., 2011. Horticultural assessment scheme in the 
fresh produce chain. Oral Presentation, IAFP annual meeting, 31 July - 3 August, Milwaukee, USA.  
Holvoet, K., Sampers, I., Jacxsens, L., Uyttendaele, M., 2011. Simulation of an industrial fresh-cut 
produce wash process to gain insight in the water management. Oral Presentation, 16th conference 
on Food Microbiology: 22 & 23 September, Brussels, Belgium.  
Delbeke, S., Holvoet, K., Samuels, E., & Uyttendaele, M., 2012. GeneDisc multiplex-PCR and IMS-
chromogenic media for detection of VTEC and Salmonella in lettuce, strawberries and basil. Poster 
Presentation, 17th Conference on Food Microbiology, 20 & 21 September, Brussels, Belgium. 
Delbeke, S., Holvoet, K., Samuels, E., & Uyttendaele, M. 2012. GeneDisc multiplex-PCR and IMS-
chromogenic media for detection of VTEC and Salmonella in lettuce, strawberries and basil. Oral 
Presentation, IAFP European symposium on food safety, 21-23 May, Warsaw, Poland..  
Delbeke, S., Holvoet, K., Samuels, E., Uyttendaele, M., 2012. Detection of STEC and Salmonella in 
lettuce, strawberries and basil using genedisc multiplex-PCR and IMS chromogenic media. Poster 
Presentation, 23rd International ICFMH Symposium FoodMicro2012: “Global Issues In Food 
Microbiology”, 3 - 7 September, Istanbul, Turkey,  
Holvoet, K., Sampers, I., Van Haute, S., Jacxsens, L., Uyttendaele, M., 2012. Potential cross-







wash process. Oral Presentation, 23rd International ICFMH Symposium FoodMicro2012: “Global 
Issues In Food Microbiology”, 3 - 7 September, Istanbul, Turkey,.  
Holvoet, K., Sampers, I., Jacxsens, L., Uyttendaele, M., 2012. Sampling to gain insight into the 
microbial contamination with VTEC, Salmonella and E. coli during primary production of lettuce in 
Belgium. Poster Presentation, 23rd International ICFMH Symposium FoodMicro2012: “Global Issues In 
Food Microbiology”, , 3 - 7 September, Istanbul, Turkey.  
Van Haute, S., Sampers, I., Holvoet, K., Uyttendaele, M., 2012. Chlorine as lettuce wash water 
disinfectant with respect to the physicochemical quality and the chemical quality. Poster 
Presentation, 23rd International ICFMH Symposium FoodMicro2012: “Global Issues In Food 
Microbiology”, 3 - 7 September, Istanbul, Turkey.  
De Keuckelaere, A., Stals, A., Holvoet, K., Lopez-Galvez, F., Li, D., Uyttendaele, M., 2012 Quantitative 
study of cross-contamination of fresh-cut lettuce with viruses during a simulation of an industrial 
wash process. Oral Presentation, 3rd Food and Environmental virology conference, 7-10 October. 
Lissabon, Portugal. 
Kirezieva, K., Jacxsens, L., Holvoet K., Allende, A., Gil, M.I., Johannessen, G.S., van Boekel, M.J.A.S., 
Uyttendaele, M., Luning, P.A., 2012. Challenges to performance of food safety management systems 
in leafy green vegetables cultivation: Case studies from Europe. Oral Presentation, EFFoST Annual 
Meeting, 20-23 November Montpellier, France. 
Holvoet, K., Sampers, I., Callens, B., Dewulf, J., Uyttendaele, M., 2013 Antimicrobial resistance in E. 
coli isolated from lettuce, irrigation water and soil. Poster presentation, 18th conference on Food 
Microbiology, 12 & 13 September, Brussels, Belgium. 
Holvoet, K., Sampers, I., Jacxsens, L., Uyttendaele, M., 2013. Longitudinal bacterial survey of lettuce 
production in Belgium. Poster presentation, 18th conference on Food Microbiology: 12 & 13 
September, Brussels, Belgium. 
Van Haute, S., Sampers, I., Holvoet, K., Uyttendaele, M., 2013. Modelling chlorine disinfection for 
fresh-cut lettuce wash water processes. Poster presentation, Water and Waste Water Technologies, 









Holvoet, K., Sampers I., Jacxsens, L., Uyttendaele, M., 2011. De prevalentie van diverse micro-
organismen in vers versneden sla van riek tot vork. 29 September, Seminarie Voeding en 
Gezondheid, Howest Brugge, Koksijde, Belgium,. 
Holvoet, K., Jacxsens, L., Sampers, I., Uyttendaele, M., 2011. Horticultural Assessment Scheme (HAS): 
TRAINING. 5 July, Veg-i-trade training, Norwegian Veterinary Institute, Oslo, Norway. 
Sampers, I., Holvoet, K., Van Haute, S., 2012. Freshfel ad hoc working group on chemical 
contaminants. 2 October, Copa-Cogeca offices, Brussels, Belgium. 
Holvoet, K., Sampers, I., 2013. Assessment of the actual microbial status versus the application of 







Annex 1: Water management questionnaire 
Part 1: Water Sources 
1. What is/are the sources of irrigation water for this farm? You can give multiple answers 
o Borehole water - closed wells 




o Collected open well 
o River transfer 
o Rain 
o Waste water 
o Municipal waste water 
o Industrial waste water 
o Others 
o Drainage water 
o … 








3. What is/are the sources of rinsing water for this farm?  
o Potable water 
o Borehole water 











Part 2: Preventive measurements 
4. Is there a possibility for presence of birds or bird faeces around the water source? 
o Yes 
o No 
5. Is there a possibility for presence of other animals and debris around the water source? 
o Yes 
o No 
6. Is surrounding vegetation present around the water source? 
o Yes 
o No 
7. Is there a possibility for run-off water in the water source? 
o Yes 
o No 
o Through lining of canals and well heads 
o Redirection of contaminated water with diversion dikes, gradients, inlet/outlet 
control structures 
o Other actions: …… 
Part 3: Irrigation method/water treatment system 
8. Which water treatment do you apply between the water source and the irrigation system? 
o None 
o Water filtration 
o Chemical sanitizers 
o Chlorine 
o H2O2  
o Others: … 
o Coagulation + flocculation 
o UV 
o Others: … 
9. Which irrigation method do you apply? 
o Furrow/flood irrigation 
o Sprinkler/spray irrigation 
o Drip irrigation 
o Manual irrigation 













o Not maintained 
12. When is the last irrigation 
o Same day as harvest 
o 1 day before harvest 
o 2 – 4 days before harvest 
o 5 – 7 days before harvest 
o More than 7 days before harvest 
o Depending on the weather 
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